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Supplementary Figure 10 Equilibrium binding of soluble HLA-GTS1
complexes to wild-type and mutant D30 TCRs. (a) Representative surface
plasmon resonance data are shown for the indicated wild-type (WT) and
mutant D30 TCRs. Two independent experiments were carried out in
duplicate. Error bars indicate mean + SEM. (b) Representative surface
plasmon resonance sensorgrams are shown for the indicated wild-type (WT)
and mutant D30 TCRs. Colors indicate different concentrations (1.56—400 uM)
of the fluid phase analyte (HLA-A*11:01-GTS1).



