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Label-Free Visualization of Carbapenemase Activity in Living Bacteria 
 

Ye Zhang+, Jin-E Lei+, Yuan He+,* Jianhua Yang, Wenjing Wang, Abdul Wasey, Jiru 

Xu,* Yue Lin, Haiming Fan, Guangyin Jing, Ce Zhang, and Yi Jin 
 
Abstract: Evaluating enzyme activity intracellularly on natural 

substrates is a significant experimental challenge in 

biomedical research. We report a label-free method for real-

time monitor-ing of the catalytic behavior of class A, B, and 

D carbapene-mases in live bacteria based on measurement 

of heat changes. By this means, novel biphasic kinetics for 

class D OXA-48 with imipenem as substrate is revealed, 

providing a new approach to detect OXA-48-like producers. 

This in-cell calorimetry approach offers major advantages in 

the rapid screening (10 min) of carbapenemase-producing 

Enterobacteriaceae from 142 clinical bacterial isolates, with 

superior sensitivity (97 %) and excellent specificity (100 %) 

compared to conven-tional methods. As a general, label-

free method for the study of living cells, this protocol has 

potential for application to a wider range and variety of 

cellular components and physiological processes. 
 

Intracellular enzyme activity is exquisitely regulated by its 
physiological environment. Evaluating the progress of enzyme 
reactions in the context of their native cellular environment is 
therefore of utmost importance to gain valuable information on 

enzyme kinetics and for early disease detection.[1] 
Enterobacteriaceae (CPE) producing carbapene-mases are 
gram-negative bacteria, including E. coli, Serratia, Klebsiella, 
and Enterobacter, that efficiently hydrolyze a C N bond in 
carbapenems (e.g., imipenem, meropenem, and ertapenem), 
making these “last resort” antibiotics ineffective  

 
for treating infections caused by multi-drug resistant patho-

gens.[2] Carbapenemases have been classified into A, B, and D 

groups by the Ambler system, according to amino acid 

homologies.[3] Classes A and D are composed of serine b-

lactamases, which cleave the b-lactam with the formation of an 

acyl–enzyme intermediate. The most prevalent ones in clinic are 

K. pneumoniae carbapenemase (KPC) in Class A and 

oxacillinase-48 (OXA-48) in Class D. Class B carbape-nemases 

are metallo-b-lactamases, which require zinc for catalysis, 

including New Delhi metallo-b-lactamase (NDM-1) and 

imipenem-hydrolyzing lactamase (IMP) (Figure 1 a). These 

carbapenemase genes are often plasmid-encoded and can readily 

be transmitted to other pathogenic species, provoking nosocomial 

outbreaks or epidemics. Given the high morbidity and mortality 

caused by it, CPE has become one of today s most serious public 

health threats worldwide.[4] As a consequence, kinetic 

investigations of carbapenemase reaction are being pursued 

intensively in biomedical fields.  
Real-time characterization of carbapenemase activity in 

living bacteria is accepted as crucial for mechanistic studies and 

rapid CPE detection. Intracellular hydrolytic activity of  
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Figure 1. a) Schematic of experimental procedure. b) Thermograms of 

reaction, after injecting 28 mL of 5 mm imipenem, or buffer, into  
a calorimetric cell loaded with 210 mL of living KPC-Kp suspensions 

at OD600 =4. c) Thermograms of injection of imipenem into bacterial 

suspensions (ESBL-Kp and AmpC-Kp) and into 50 nm KPC protein.  
d) Thermograms of the hydrolysis of imipenem by KPC-Kp in the  
absence and presence of 500 mm EDTA or 1 mm sulbactam. All 
experiments were prepared in 50 mm Tris-HCl, pH 7.6, 0.1 mm 

ZnCl2 at 25 8C. 
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b-lactamases has been studied using UV spectroscopy,[5] 

MALDI-TOF MS,[6] and NMR spectroscopy.[7] These meth-ods 

are not widely applicable because of signal interference with 

turbid bacterial suspensions or with specific substrates (e.g., 

cephalosporins are incompatible with in-cell NMR spectroscopy), 

inoperability of continuous recording the course of enzymatic 

reactions, requirements for special sample preparation (e.g., 

deuterium labeling), or require-ments for expertise in data 

handling. Chromogenic and fluorogenic probes have been 

developed to overcome these impediments and facilitate analysis 

of b-lactamase activity in complex biological systems,[8] 

although, the changed specific-ity and kinetic properties of 

labeled substrates from those of natural ones remains a concern. 

Hence, there is a major need for a sensitive and uncomplicated 

approach for real-time monitoring of the activity of cellular 

carbapenemase activity using label-free, native substrates. 

 
Heat changes are fundamental in all biological processes. 

Owing to the direct correlation between reaction rate and the rate 

of heat change from bond formation/breaking, reaction 

calorimetry has become a powerful tool for monitoring progress 

of enzyme reactions with natural substrates.[9] Although 

calorimetric real-time monitoring of the course of reaction yields 

accurate and significant data more rapidly than do classical 

kinetic techniques, the use of heat to study intracellular enzyme 

catalysis in living systems is still rare, largely because of concern 

over whether it can differentiate heat of reaction from background 

heat changes. We have shown that energies involved in breaking 

a b-lactam bond for metallo-b-lactamases are approximately 15–

32 kcal mol 1.[10] Because of the large enthalpy of b-lactam 

hydrolysis and the high efficiency of b-lactamases, the progress of 

micromolar b-lactam turnover (minutes) could easily be followed 

using a modern calorimetry instrument (signal noise < 0.01 mcal s 
1) at nanomolar concentration of enzyme. By contrast, meta-bolic 

heat derived from cell growth often takes place over a much 

longer period of time (hours to days),[11] and binding heat is 

known to be several orders of magnitude lower than reaction 

heat.[12] Given the substrate specificity of b-lacta-mases and 

significant heat changes in b-lactam catalysis, we anticipated that 

in situ b-lactamase activity in living bacteria could be probed 

accurately by tracking heat changes during turnover of an 

exogenous b-lactam under controlled condi-tions (Figure 1 a). In 

this work, we develop an in-cell calorimetry assay to investigate 

the real-time reaction prog-ress of Class A, B, and D CPE with 

imipenem, providing more direct and accurate data on the 

catalytic behavior of carbapenemases in live bacteria. We further 

explore its use in rapid identification of CPE in clinical samples. 

 

 
We first tested in situ thermal monitoring of carbapene-mase 

activity in a calorimetry experiment using a KPC-producing K. 

pneumoniae strain (KPC-Kp; ATCC-1705) as reference. 

Titrating imipenem solution (588 mm in 50 mm Tris-HCl, pH 

7.6, 0.1 mm ZnCl2) into living KPC-Kp suspensions (OD600 = 

4.0 in the same buffer; corresponding to approx-imately 57 nm 

KPC protein based on SDS-PAGE analysis of bacterial lysate) 

results in an instant negative change in heat-flow, showing the 

reaction is exothermic (Figure 1 b, blue curve). To make sure that 

the heat detected is from reaction 

 

 

 

inside the bacteria, KPC-Kp suspensions were spun down and the 

supernatant was used in a repeat experiment. The data show only 

negligible heat change with the supernatant solution (Figure 1 b, 

orange curve). Additional control experi-ments by injecting 

buffer into living KPC-Kp suspensions (Figure 1 b, black curve), 

injecting imipenem into two carba-penemase-negative bacterial 

suspensions (ESBL-Kp, Fig-ure 1 c green curve; AmpC-Kp, 

Figure 1 c orange curve) and injecting imipenem into buffer 

(Figure 1 c, black curve) show no heat contributions from 

metabolic heat, nonspecific bind-ing to cellular components, or 

dilution heat. Under the experimental conditions employed, the 

amplitude of heat  
change (DP) and the apparent enthalpy change (DHapp) for 

imipenem with KPC-Kp is at least 12-fold and 40-fold higher  
than background signals. To further confirm that the observed 

heat changes with KPC-Kp primarily result from enzyme 

catalysis, the calorimetry experiment was performed by titrating 

imipenem into a 50 nm purified KPC protein solution (Figure 1 c, 

blue curve). As expected, the features of the calorimetric trace 

with KPC-Kp resemble those of KPC protein, both indicating a 

constant phase of the thermal power over several minutes (150 to 

275 s), representing initial velocities at saturating conditions 

followed by a decay curve (275 to 600 s) showing gradual 

depletion of imipenem,  
reaching complete consumption at 700 s. The values of 

DHapp   are  also comparable  for bacterial suspensions 

(DHapp = 25  0.6 kcal mol 1)  and protein (DHapp = 23 

1.2 kcal mol 1), showing that bacteria cause no observable heat 
changes under the conditions tested.  

To further verify that the heat change observed with KPC-Kp 

arises specifically from KPC activity, experiments were repeated 

in the presence of sulbactam, an effective inhibitor of Class A 

carbapenemases, or EDTA, a strong metal-chelator and inhibitor 

for Class B enzymes.[13] As expected, the observed heat with 

imipenem (Figure 1 d, blue curve) is abolished in the presence of 

1 mm sulbactam (Figure 1 d, green curve), whereas 500 mm 

EDTA (Figure 1 d, black curve) shows negligible effect on the 

thermograms of KPC-Kp with imipenem. Further inhibitory 

results using a clinical E. coli isolate encoding Class B NDM-1 

(NDM-1-E. coli), a clinical isolate harboring both KPC and IMP 

enzymes (KPC/IMP-Kp), and a reference K. pneumoniae strain 

expressing Class D OXA-48 (OXA-48-Kp, NCTC-13442) also 

agree well with the inhibitory profiles of these enzymes, 

confirming that the heat change curves specifically reflect the 

progress of enzymatic hydrolysis of imipenem in live bacteria 

(Supporting Informa-tion, Figure S1). 

 
A distinct biphasic calorimetric progress curve is observed 

with OXA-48-Kp (Figure 2 a, black curve). In this case, a short 

fast exothermic peak lasting circa 100 s accounts for most of the 

reaction, then changes to a much slower steady-state curve that 

lasts for 500 s at a steady rate until all substrate is consumed. 

Carbamylation of a conserved lysine in some OXAs, formed by 

the reaction of carbon dioxide and the non-protonated e-amino 

group of this lysine, is crucial for hydrolysis of some specific b-

lactams.[14] While several crystal structures of OXA-48 

confirmed the presence of an N-carbamylated lysine,[15] the 

effect of lysine carbamylation on carbapenem hydrolysis remains 

unresolved. To investigate 

 

 



   
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure 2. The biphasic kinetics of OXA-48 with imipenem (IMI).  
a) Effect of added CO2 derived from sodium bicarbonate on the 

catalytic activity of OXA-48 with imipenem in a calorimetry assay 

using living OXA-48-Kp suspensions and b) a UV-

spectrophotometric assay using OXA-48-Kp lysates. 

 

 
whether the slow phase in the calorimetry assay with OXA-48-Kp 

suspension is a result of enzyme deactivation, experi-ments were 

performed with added bicarbonate as a source of carbon dioxide 

to facilitate lysine carbamylation. Increasing bicarbonate from 10 

to 50 mm causes the slow secondary phase to be progressively 

subsumed into the initial fast phase (Figure 2 a, orange and blue 

curves). The UV-spectroscopic assay also confirms the effect of 

bicarbonate on the hydrolytic activity of OXA-48 with imipenem 

(Figure 2 b; supernatant of OXA-48-Kp lysate is used to avoid the 

interference of bacterial suspensions in UV readings). It is notable 

that the biphasic feature observed in the calorimetry assay in the 

absence of bicarbonate is barely visible in the UV-spectro-scopic 

assay, which highlights the much greater sensitivity of the 

calorimetry approach. This distinction is likely due to the 

calorimetry method using a differential rate method as opposed to 

the integrated rate analysis of the UV assay, hence the change in 

reaction rate is more clearly identified. 

 
Next, we evaluated the dose-dependent effect of carba-

penemases on reaction thermograms, by recording heat-flow on 

injecting imipenem (final concentration, 588 mm) into 2-fold 

serial dilutions of the above-mentioned reference bacterial 

suspensions (Figures 3 a and Figure S2a,d). The amplitude of 

thermal power (DP) is considered as enzyme activity and is in a 

linear relation to bacterial density, in the  
 
 
 
 
 
 
 
 
 
 
 
 

 
Figure 3. Comparison of in-cell calorimetry with Carba-NP test for 

sensitivity in detecting carbapenemase activity using live bacteria of 

KPC-K. pneumonia at given concentrations. a) Raw calorimetric data 

using 588 mm imipenem as substrate, and linear dependence of heat 

change rate (DP) on bacterial density. b) Dependence of results on 

bacterial density in Carba-NP test, using both 588 mm (black squares) 

and 20 mm imipenem (cyan triangles). 

 

 
 

range of OD600 of 0.06–4.0 for KPC-Kp (Figures 3 a), 0.03–4.0 

for NDM-1-E. coli (Figures S2b) and 2–8 for OXA-48-Kp  
(Figures S2 e). Similar experiments were repeated using pure 

recombinant carbapenemases, from which the detection limit was 

estimated to be lower than 3 nm for KPC/NDM-1 and 19 nm for 

OXA-48 (Figure S3). These results indicate that the DP values in 

the calorimetry assay quantitatively reflect intracellular 

carbapenemase with high sensitivity and have potential to be used 

for rapid CPE detection. Currently, the Carba-NP test is the only 

carbapenemase activity-based colorimetric assay suggested by 

Clinical and Laboratory Standards Institute (U.S.) for CPE 

detection.[16] To demon-strate the advantages of the in-cell 

calorimetry assay, an updated Carba-NP assay was used for direct 

comparison. However, neither of the three strains show an 

apparent change of color at 588 mm imipenem (Figure S4 a). 

With a 30-fold larger substrate concentration, positive results for 

this updated Carba-NP assay are obtained with bacterial suspen- 

 

sions with OD600 values as low as 2 for KPC-Kp (Figure 3 b and 

Figure S4 b), 0.12 for NDM-1-E. coli (Figures S2 c and  
S4 c), while OXA-48-Kp is still not detected at OD600 of 16 after 

120 min (Figures S2 f and S4 d). This is not surprising  
since Carba-NP assay has been reported to have difficulties with 

OXA-48 producers.[17] Considering the difference in substrate 

concentration between the two assays, the in-cell calorimetry 

assay is at least two orders of magnitude more sensitive than the 

updated colorimetric assay, with the advantages of a significantly 

shorter testing time ( 10 min) and ability to provide fingerprint 

thermograms for OXA-48-producers. 

 
Timely detection of CPE is regarded as one of the key 

approaches to prevent rapid spread of resistant strains and to 

guide clinical treatment.[4] Having demonstrated the specific-ity, 

sensitivity, and rapidity of the in-cell calorimetry approach in 

detecting carbapenemase in live bacteria, we sought to apply it to 

the screening of clinical CPE and to compare its performance 

with current phenotypic tests. For this purpose, a collection of 

142 clinical Enterobacteriaceae strains were included in the 

study. Of these, 97 are identified as CPE and 45 are non-CPE 

(Tables S1 and S2).[3a, 18] In-cell calorimetry tests were 

performed on these isolates as described above, and results were 

evaluated by extracting DP and DH values from calorimetric data 

for analysis using logistic regression models. The regression 

coefficient of DP in the model is statistically significant (P = 

0.029), suggesting that intracellu-lar carbapenemase activity is 

well reflected by DP values. The cut-off value of DP determined 

by the decision-tree model is 1.1. Using this cut-off value, the 

calorimetry assay successfully detects 94 of 97 CPE within 10 

min of each test, while all the non-carbapenemase producers are 

correctly determined (Fig-ure 4 a,b). The results give a sensitivity 

of 97 % and a specific-ity of 100 % for the calorimetry test 

(Figure 4 c). The three samples that fail the in-cell calorimetry 

test are IMP-producers (2 strains of IMP-4 and 1 strain with an 

unknown subtype of IMP; Figure 4 b) and have a low level of 

resistance to imipenem (MICs in the range 0.25–8 mg L 1). It is 

possible that the enzyme expression level/activity in these strains 

may be too low for ready detection. 

 

 



                            
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
Figure 4. In-cell calorimetry assay results compared to older methods 

on the detection of CPE using 142 clinical isolates. a) Distribution of 

calorimetry results using log(DH) and log(DP) values. Carbapene-

mase-positive samples are labelled “+” and carbapenemase-negative 

samples are labelled “ ”. The cut-off value for log(DP) (red dash line) is 

determined by a decision tree model. b) Distribution of the log(DP) 

values based on enzyme type for all clinical isolates. c) Comparison of 

in-cell calorimetry assay with Carba-NP, mCIM, MHT, and MIC 

methods in sensitivity, specificity, and testing time for CPE screening.  

 
The results of the in-cell calorimetry tests were then 

compared to those of an updated Carba-NP test, a modified 

carbapenem inactivation method (mCIM) test, a modified Hodge 

test (MHT) test, and a minimum inhibitory concen-tration (MIC) 

assay following reported procedures (Fig-ure 4 c).[16b, 19] The in-

cell calorimetry test shows the best sensitivity (97 %) and 

specificity (100 %) with our collection of isolates, followed by 

Carba-NP (89.9 % and 100 %), mCIM (95 % and 95.4 %), MHT 

(89.9 % and 83.7 %) and MIC (88.6 % and 68.9 %). Regarding 

the experimental duration, from availability of bacterial colonies 

on agar plates (ca. 16– 18 h), the in-cell calorimetry test delivers 

results within 10 min of the reaction owing to the real-time nature 

of the method. This is a great reduction in testing time compared 

to visual interpretation of color change in Carba-NP (2 h) or 

assessment of bacterial growth in mCIM (12 h), MHT (12 h), and 

MIC (36 h). Other features that make the calorimetric method 

preferable include ease of sample preparation, potential for 

automatic operation (commercial calorimeters are capable of 

running 384 samples unattended), and interpretation of results. 

 

 
Although we have used bacterial colonies in this screen-ing, 

the in-cell calorimetry approach is also applicable to bacteria 

directly recovered from blood culture bottles (Fig-ure S5). The 

presence of blood cells and debris does not interfere with reaction 

heat signals, avoiding the need to purify microorganisms from 

positive blood cultures. The above experiments show that the 

bacterial load required for the calorimetric approach is 

approximately 106 to 108 bacteria for the successful identification 

of CPE. There should be enough bacteria in positive blood culture 

samples identified by an automatic blood culture detection 

system, such as BACTEC FX (Becton Dickinson, USA). Hence, 

compared to 

 

the conventional susceptibility methods, the use of the in-cell 

calorimetry test directly on positive blood cultures has the 

potential to reduce the time for identification of CPE in blood 

stream infections by at least one day. Such a reduction in time is 

critical for survival of sepsis patients, as rapid initiation of 

effective antimicrobials in the first hours of sepsis is essen-

tial.[20] While this study only focuses on early identification of 

CPE, it is of note that other mechanisms may also contribute to 

carbapenem resistance in Enterobacteriaceae, such as defect in 

membrane permeability, efflux pump, and mutations on target 

proteins. When these mechanisms are present, integration of this 

in-cell calorimetry test with other tradi-tional tests (e.g., MIC 

assay) may offer a more robust strategy for more efficient 

prevention of nosocomial outbreaks and better guidance on 

antibiotic treatment.  
In conclusion, we demonstrate in detail that heat changes can 

be exploited as a label-free approach to track intracellular 

carbapenemase activity in living organisms. This approach 

features high selectivity and sensitivity for all major carbape-

nemases. Since there is currently no specific inhibitor for Class D 

carbapenemases, the characteristic biphasic thermo-grams with 

OXA-48 may provide a new approach for detecting the OXA-48-

like producers. We further demon-strate the applicability of this 

technique in very fast identifi-cation of clinical CPE with greatly 

improved accuracy as compared to conventional phenotypic 

methods. Although we have exemplified the advantages of 

utilizing heat changes to quantify enzyme activities in living 

pathogens, the concept of in-cell calorimetry is simple and should 

readily be applicable in other areas that need to characterize 

enzyme activity in complex biological systems (e.g., tumor cells, 

immune cells, and vesicles) and for a wider range of applications, 

such as monitoring abnormal enzyme activity in tumors, 

evaluating new inhibitors, and synthetic biology. 

 
 

 

Acknowledgements 
 
This work was supported by the National Natural Science 

Foundation of China (31400663, 11774287, 21376192, and 

81571809) and Scientific Research Program of Shaanxi 

Provincial Department of Education (14JK1764). We thank Prof. 

Hexin Xie at East China University of Science and Technology 

(China) for providing bacterial strain OXA-48-Kp (NCTC 13442) 

and expression plasmids NDM-1, KPC and OXA-48. We thank 

Prof. Michael Blackburn (University of Sheffield) for reading the 

manuscript. 

 

 

Conflict of interest 
 
The authors declare no conflict of interest. 

 
Keywords: calorimetry · bacterial detection · 

carbapenemase · Enterobacteriaceae · enzyme kinetics 

 

  



 
 

 
[1] a) R. Garc%a-Contreras, P. Vos, H. V. Westerhoff, F. C. Boogerd, 

FEBS J. 2012, 279, 4145 – 4159; b) A. Zotter, F. Bauerle, D. Dey, 

V. Kiss, G. Schreiber, J. Biol. Chem. 2017, 292, 15838 – 15848. 

[2] a) R. Viau, K. M. Frank, M. R. Jacobs, B. Wilson, K. Kaye, C. J. 

Donskey, F. Perez, A. Endimiani, R. A. Bonomo, Clin. Micro-biol. 

Rev. 2016, 29, 1 – 27; b) P. Nordmann, T. Naas, L. Poirel, 

Emerging Infect. Dis. 2011, 17, 1791 – 1798; c) D. van Duin, Y. 

Doi, Virulence 2017, 8, 460 – 469. 

[3] a) A. M. Queenan, K. Bush, Clin. Microbiol. Rev. 2007, 20, 440 – 

458; table of contents; b) L. Poirel, J. D. Pitout, P. Nordmann, 

Future Microbiol. 2007, 2, 501 – 512.  
[4] P. Savard, T. M. Perl, Clin. Microbiol. Infect. 2014, 20, 854 – 861.  
[5] K. W. Yang, Y. Zhou, Y. Ge, Y. Zhang, Chem. Commun. 2017, 

53, 8014 – 8017.  
[6] a) J. HrabQk, R. Walkova, V. Studentova, E. Chudackova, T. 

Bergerova, J. Clin. Microbiol. 2011, 49, 3222 – 3227; b) C. C. 

Papagiannitsis, V. Studentova, R. Izdebski, O. Oikonomou, Y. 

Pfeifer, E. Petinaki, J. Hrabak, J. Clin. Microbiol. 2015, 53, 1731 – 

1735.  
[7] J. Ma, S. McLeod, K. MacCormack, S. Sriram, N. Gao, A. L. 

Breeze, J. Hu, Angew. Chem. Int. Ed. 2014, 53, 2130 – 2133;  
Angew. Chem. 2014, 126, 2162 – 2165.  

[8] W. Mao, L. Xia, H. Xie, Angew. Chem. Int. Ed. 2017, 56, 4468 – 

4472; Angew. Chem. 2017, 129, 4539 – 4543. 

[9] a) M. J. Todd, J. Gomez, Anal. Biochem. 2001, 296, 179 – 187; b) 

L. Mazzei, S. Ciurli, B. Zambelli, J. Vis. Exp. 2014, 86, e51487.  
[10] a) W. J. Wang, Q. Wang, Y. Zhang, R. Lu, Y. L. Zhang, K. W. 

Yang, J. E. Lei, Y. He, Biochim. Biophys. Acta Gen. Subj. 2017,  
1861, 2031 – 2038; b) Q. Wang, Y. He, R. Lu, W. M. Wang, K. W. 

Yang, H. M. Fan, Y. Jin, G. M. Blackburn, Biosci. Rep. 2018, 38, 

BSR20180244.  
[11] C. Vazquez, N. Lago, M. M. Mato, L. Esarte, J. L. Legido, J. 

Therm. Anal. Calorim. 2016, 125, 739 – 744.  
[12] E. Poduch, A. M. Bello, S. Tang, M. Fujihashi, E. F. Pai, L. P. 

Kotra, J. Med. Chem. 2006, 49, 4937 – 4945.  
[13] L. Dortet, L. Poirel, P. Nordmann, Antimicrob. Agents Chemo-

ther. 2012, 56, 6437 – 6440.  
[14] a) L. Vercheval, C. Bauvois, A. di Paolo, F. Borel, J. L. Ferrer, E. 

Sauvage, A. Matagne, J. M. Frere, P. Charlier, M. Galleni, F. Kerff, 

Biochem. J. 2010, 432, 495 – 504; b) V. Verma, S. A. Testero, K. 

Amini, W. Wei, J. Liu, N. Balachandran, T. Mono-haran, S. Stynes, 

L. P. Kotra, D. Golemikotra, J. Biol. Chem. 2011, 286, 37292 – 

37303; c) D. Golemi, L. Maveyraud, S. Vakulenko, J. P. Samama, S. 

Mobashery, Proc. Natl. Acad. Sci. USA 2001, 98, 14280 – 14285.  

 

[15] a) J. D. Docquier, V. Calderone, F. De Luca, M. Benvenuti, F. 

Giuliani, L. Bellucci, A. Tafi, P. Nordmann, M. Botta, G. M. 

Rossolini, S. Mangani, Chem. Biol. 2009, 16, 540 – 547; b) S. 

Akhter, B. A. Lund, A. Ismael, M. Langer, J. Isaksson, T. 

Christopeit, H. S. Leiros, A. Bayer, Eur. J. Med. Chem. 2018, 

145, 634 – 648; c) S. D. Lahiri, S. Mangani, H. Jahic, M. Benvenuti,  
T. F. Durand-Reville, F. De Luca, D. E. Ehmann, G. M. Rosso-lini, 

R. A. Alm, J. D. Docquier, ACS Chem. Biol. 2015, 10, 591 – 600; 

d) B. A. Lund, T. Christopeit, Y. Guttormsen, A. Bayer,  
H. K. Leiros, J. Med. Chem. 2016, 59, 5542 – 5554.  

[16] a) P. Nordmann, L. Poirel, L. Dortet, Emerging Infect. Dis. 2012, 

18, 1503 – 1507; b) CLSI, Clinical and Laboratory Standards 

Institute, Wayne, PA, 2017. 

[17] N. Tijet, D. Boyd, S. N. Patel, M. R. Mulvey, R. G. Melano,  
Antimicrob. Agents Chemother. 2013, 57, 4578 – 4580.  

[18] a) P. Shen, Z. Wei, Y. Jiang, X. Du, S. Ji, Y. Yu, L. Li, Antimicrob. 

Agents Chemother. 2009, 53, 4333 – 4338; b) L. Poirel, T. R. 

Walsh, V. Cuvillier, P. Nordmann, Diagn. Microbiol. Infect. Dis. 

2011, 70, 119 – 123; c) L. Poirel, C. H ritier, V. Tol4n, P. 

Nordmann, Antimicrob. Agents Chemother. 2003, 48, 15 – 22; d) 

J. M. Whichard, G. Kathryn, J. E. Stevenson, K. J. Joyce, K. L. 

Cooper, O. Michael, M. Felicita, G. A. Jacoby, T. J. Barrett, 

Emerging Infect. Dis. 2007, 13, 1681 – 1688; e) C. Dallenne, A. 

Da Costa, D. Decre, C. Favier, G. Arlet, J. Antimicrob. Chemo-

ther. 2010, 65, 490 – 495; f) A. M. Ahmed, H. Nakano, T. 

Shimamoto, J. Antimicrob. Chemother. 2004, 54, 283 – 284; g) A. 

O. Ogunleye, A. T. P. Ajuwape, O. O. Alaka, A. I. Adeto-soye, Afr. 

J. Microbiol. Res. 2013, 7, 1215 – 1221; h) G. M. Voets, 

A. C. Fluit, J. Scharringa, J. C. Stuart, M. A. Leverstein-van Hall,  
Int. J. Antimicrob. Agents 2011, 37, 356 – 359.  

[19] a) F. Pasteran, N. Tijet, R. G. Melano, A. Corso, J. Clin. Microbiol. 

2015, 53, 3908 – 3911; b) K. van der Zwaluw, A. de Haan, G. N. 

Pluister, H. J. Bootsma, A. J. de Neeling, L. M. Schouls, PLoS One 

2015, 10, e0123690.  
[20] a) R. Daniels, J. Antimicrob. Chemother. 2011, 66 Suppl 2, ii11-

23; b) P. D. Tamma, K. E. Goodman, A. D. Harris, T. Tekle, A. 

Roberts, A. Taiwo, P. J. Simner, Clin. Infect. Dis. 2017, 64, 257 – 

264. 

 

 

 

 

 

 

 

 

 

 

 

 

 
 
 
 
 
 

 

 

https://doi.org/10.1111/febs.12007
https://doi.org/10.1074/jbc.M117.792119
https://doi.org/10.1128/CMR.00108-14
https://doi.org/10.1128/CMR.00108-14
https://doi.org/10.1128/CMR.00108-14
https://doi.org/10.3201/eid1710.110655
https://doi.org/10.1080/21505594.2016.1222343
https://doi.org/10.1128/CMR.00001-07
https://doi.org/10.1128/CMR.00001-07
https://doi.org/10.2217/17460913.2.5.501
https://doi.org/10.1111/1469-0691.12748
https://doi.org/10.1039/C7CC02774E
https://doi.org/10.1039/C7CC02774E
https://doi.org/10.1128/JCM.00984-11
https://doi.org/10.1128/JCM.03094-14
https://doi.org/10.1128/JCM.03094-14
https://doi.org/10.1002/anie.201308636
https://doi.org/10.1002/ange.201308636
https://doi.org/10.1002/anie.201612495
https://doi.org/10.1002/anie.201612495
https://doi.org/10.1002/ange.201612495
https://doi.org/10.1006/abio.2001.5218
https://doi.org/10.1016/j.bbagen.2017.04.011
https://doi.org/10.1016/j.bbagen.2017.04.011
https://doi.org/10.1042/BSR20180244
https://doi.org/10.1042/BSR20180244
https://doi.org/10.1007/s10973-015-5203-y
https://doi.org/10.1007/s10973-015-5203-y
https://doi.org/10.1021/jm060202r
https://doi.org/10.1128/AAC.01395-12
https://doi.org/10.1128/AAC.01395-12
https://doi.org/10.1128/AAC.01395-12
https://doi.org/10.1042/BJ20101122
https://doi.org/10.1074/jbc.M111.280115
https://doi.org/10.1074/jbc.M111.280115
https://doi.org/10.1074/jbc.M111.280115
https://doi.org/10.1073/pnas.241442898
https://doi.org/10.1073/pnas.241442898
https://doi.org/10.1016/j.chembiol.2009.04.010
https://doi.org/10.1016/j.ejmech.2017.12.085
https://doi.org/10.1016/j.ejmech.2017.12.085
https://doi.org/10.1016/j.ejmech.2017.12.085
https://doi.org/10.1021/cb500703p
https://doi.org/10.1021/cb500703p
https://doi.org/10.1021/cb500703p
https://doi.org/10.1021/acs.jmedchem.6b00660
https://doi.org/10.3201/eid1809.120355
https://doi.org/10.3201/eid1809.120355
https://doi.org/10.1128/AAC.00878-13
https://doi.org/10.1128/AAC.00260-09
https://doi.org/10.1128/AAC.00260-09
https://doi.org/10.1016/j.diagmicrobio.2010.12.002
https://doi.org/10.1016/j.diagmicrobio.2010.12.002
https://doi.org/10.3201/eid1311.061438
https://doi.org/10.1093/jac/dkp498
https://doi.org/10.1093/jac/dkp498
https://doi.org/10.1093/jac/dkp498
https://doi.org/10.1093/jac/dkh300
https://doi.org/10.1016/j.ijantimicag.2011.01.005
https://doi.org/10.1128/JCM.02032-15
https://doi.org/10.1128/JCM.02032-15
https://doi.org/10.1128/JCM.02032-15
https://doi.org/10.1371/journal.pone.0123690
https://doi.org/10.1371/journal.pone.0123690
https://doi.org/10.1093/cid/ciw741
https://doi.org/10.1093/cid/ciw741

