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A Connexin30 (Cx30) in situ hybridization
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Figure 2



A Connexin43 (Cx43) in situ hybridization
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Figure 3



Connexin40 (Cx40) in situ hybridization
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B Consecutive emergence of Turing patterning
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Figure 13

D Consecutive emergence of Turing patterning
(complemented by changing tissue landscape)
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1 Mid vs. Right ** 0.0052
Mid vs. Left ** 0.0060
Right vs. Left ns 0.9989
1+3+4 Mid vs. Right ns 0.2007
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