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Sequence alignment

Sample ID

C A S S L G P D S P L H

2-167-2 GTS3/4
2-644-9 GTS1 + GTS3/4
2-0600-8 GTsS1

tgtgccagcagcctcggaccggattcaccecctecac

———————————— t-g-=-g--Co-mccccc e
____________ o Sy Sy S Sy S SR,

Sequence alignment

Sample ID

C A S S L G Q GAUYTE Q Y

2-278-1 GTS1

tgtgccagcagccttggacagggtgecctacgagcagtac

2-644-9 GTS1 + GTS3/4 | = ———mmmmm————o a-——————- g-———————————
2-162-9 GTS1 + GTS3/4 | = ———mmmmmo——e t-g-——-———- Cmmmm e
2-162-9 GTS1 + GTS3/4 | = ————mm—————o t-a-——————- g-—————————
Sequence alignment
Sample ID C A S S L GA GELF
1-1166-6 GTS1 tgtgccagcagtttaggtgccggggagetgttt

2-1710-2 GTS1 + GTS3/4

Sequence alignment

Sample ID

C A S S L G P D Y E Q Y

2-573-8 GTS3/4
2-162-9 GTS3/4

tgtgccagcagcctcggacctgactacgagcagtac
———————————— t-a--g--a-—-—————————— e

Sequence alignment

Sample ID

2-278-1 GTS1
2-644-9 GTS1 + GTS3/4
2-088-5 GTS3/4

tgtgccagcagcctcggacccgacaatgagcagtte
———————————— t-g-————-g-————————————
____________ t_g_____________________

Sequence alignment

Sample ID
2-162-9 GTS1 + GTS3/4 tgtgccagcagcttaggcggggacacctacgagcagtac
2-644-9 GTS1 + GTS3/4 | = ———————mmm—mm—— e g-————————————————————
Sequence alignment
Sample ID C A S S L. G G T D N E Q F
2-162-9 GTS1 + GTS3/4 tgtgccagcagcttaggtgggaccgacaatgagcagtte
2-644-9 GTS1 + GTS3/4 | = ———————mm———m— e g--t--t-————— -
Sequence alignment
Sample ID C A S S Y R G G R A G E T Q Y
2-088-5 GTS2 + GTS3/4 |tgtgccagcagttaccggggcgggagggccggcgagacccagtac

2-088-5 GTS2 + GTS3/4

2-1710-2 GTS1 + GTS3/4

Supplementary Figure 6 CDR3p nucleotide alignments for public
NS133 DENV-specific TCRs.



