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Supplementary Figure 1 TRBV and TRBJ usage, CDR3β amino acid sequence, 
and clonotype frequency are shown for CD3+CD8+CD14−CD19− HLA-A*11:01-
GTS1 tetramer+ populations isolated from patients with primary DENV1 infection or 
sequential DENV1/DENV2 infections. Recurrent clonotypes are highlighted in 
color. SP, single positive. 


