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3S 4S 2S4S 25 4S

LFucose side chains sequence of H forskali Fuc-CS with a

composition of 15% 4S5, 46% 3,4S, 39% 2,4S .
h. CoreCS . Fuc-CS

4S 354S 2S 4S

_ . , disaccharide ° trisaccharide
Compositions of L-Fucose side chains on Fuc-CSs
4S (3,4 diS| 2,4 diS | Sea cucumber species [340[33 4S 6S

Fucose 5 10 85 Stichopus hermanii paddp3
side chain ND| 80 20 Cucumaria japonica CS-A o3
Sulphation 15 | 46 39 Holothuria forskali \
Positions 10 | 50 20 Xucumaria frondosa 45 €
(% of total) ND| 20 60 Apostichopus japonicus 640 p3

ND | 80 20 Actinopyga mauritiana CS-E

Monosulphated data not determined (ND) in some cases
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NOTCH domain abbreviations EGF domain glycosylation

EGF epidermal growth factor repeat
LNR Lin-12-NOTCH domains

TM transmembrane domains

ANK ankyrin repeat domains

TAD transactivation domain
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bisecting GlcNAc  C, core fucose d . without core fucose @,

enhanced ADCC decreased ADCC enhanced ADCC

terminal sialylation f terminal galactosylation no terminal galactose h

anti-inflammatory anti-inflammatory pro-inflammatory
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