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# Genes # Variants 

# Genes with 

multiple 

variants 

Set of dispensable genes  190 207 13 

Set of dispensable genes after manual curation (step 1) 168 181 9 

Set of dispensable genes after manual curation (step 2) 

       No olfactory receptor genes 

       Olfactory receptor genes 

166 

125 

41 

179 

137 

42 

9 

8 

1 

 

Table 1. Number of dispensable genes identified depending on the adopted filtering criteria. 

 


