
Additional file 4. REVEL scores for the two groups of HGMD disease-causing missense 

mutations (5,307 DNM versus 32,605 non-DNM). Purple bar indicates the proportion of 

dataset overlap between DNM and non-DNM for a specific range of scores; red indicates 

enrichment of the DNM; blue denotes enrichment of the non-DNM set.  

 
 


