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Supplementary Data 1: Compressed tar-zipped directory containing output of SDA computed on 
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posterior inclusion probability (PIP) matrices. The gene.loading_PIP_0.5.txt matrix refers to the gene 

loading matrix in which loadings for genes with PIP < .5 has been set to 0. This was the matrix used to 

infer component membership for each gene. 
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membership (Table S2). 
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confounders (p-values are reported). The number of genes included in each component is listed, and 

the 69 components carried forward for further analysis are indicated (column name: removed; value 

= No). 
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Table S3 and Table S4: GO and KEGG results are reported for terms with p[FDR]<.05 
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/(data used.

Supplementary Software: R scripts used for the analyses conducted 


