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Background: Zinc influx transporters (ZIPs), together with zinc efflux transporters (ZnTs), regulate cellular zinc
homeostasis.
Results: Down-regulation of ZIP6 and ZIP7 expression impairs glucose-stimulated insulin secretion via reduced first-phase
insulin exocytosis.
Conclusion: ZIP6 and ZIP7 are functionally important for maintaining proper insulin secretion in pancreatic � cells.
Significance: ZIP6 and ZIP7 represent novel proteins that contribute to the insulin secretory pathway.

Zinc plays an essential role in the regulation of pancreatic �
cell function, affecting important processes including insulin
biosynthesis, glucose-stimulated insulin secretion, and cell via-
bility. Mutations in the zinc efflux transport protein ZnT8 have
been linked with both type 1 and type 2 diabetes, further sup-
porting an important role for zinc in glucose homeostasis. How-
ever, very little is known about how cytosolic zinc is controlled
by zinc influx transporters (ZIPs). In this study, we examined the
� cell and islet ZIP transcriptome and show consistent high
expression of ZIP6 (Slc39a6) and ZIP7 (Slc39a7) genes across
human and mouse islets and MIN6 � cells. Modulation of ZIP6
and ZIP7 expression significantly altered cytosolic zinc influx in
pancreatic � cells, indicating an important role for ZIP6 and
ZIP7 in regulating cellular zinc homeostasis. Functionally, this
dysregulated cytosolic zinc homeostasis led to impaired insulin
secretion. In parallel studies, we identified both ZIP6 and ZIP7
as potential interacting proteins with GLP-1R by a membrane
yeast two-hybrid assay. Knock-down of ZIP6 but not ZIP7 in
MIN6 � cells impaired the protective effects of GLP-1 on fatty
acid-induced cell apoptosis, possibly via reduced activation of
the p-ERK pathway. Therefore, our data suggest that ZIP6 and
ZIP7 function as two important zinc influx transporters to reg-
ulate cytosolic zinc concentrations and insulin secretion in �

cells. In particular, ZIP6 is also capable of directly interacting
with GLP-1R to facilitate the protective effect of GLP-1 on � cell
survival.

Zinc is a critical micronutrient required for numerous cellu-
lar processes, including DNA and protein synthesis, enzyme
activity, and intracellular signaling (1, 2). Importantly, zinc
plays an essential role in insulin-producing pancreatic islet �
cells, in which zinc content is among the highest in the body (3).
Intracellular zinc homeostasis is tightly regulated by two major
families of zinc transport proteins, the Zrt- and Irt-like proteins
(ZIPs)7 and zinc efflux (ZnTs) transporters. In general, the ZIP
family is responsible for zinc influx into the cytosol from extra-
cellular sources and intracellular organelles, and, conversely,
the ZnT family is responsible for efflux. The fine balance
between specific ZIPs and ZnTs regulates both cytosolic and
intraorganelle zinc concentrations.

At present, 10 members of the ZnT family (ZnT1–10,
encoded by Slc30a1–10) and 14 members of the ZIP family
(ZIP1–14, encoded by Slc39a1–14) have been identified in
humans. The expression of specific ZIPs and ZnTs in cells is
tissue-dependent and closely tied to cellular function (4, 5).
Previous work by our group and others using whole body and
pancreatic � cell-specific ZnT8 knockout mouse models has
highlighted the importance of zinc and zinc transporters in �
cell function and glucose homeostasis (6 –9). These studies
showed, among other things, that ZnT8 is required for proper
insulin biosynthesis and crystallization, presumably by regulat-
ing zinc entry into insulin secretory vesicles (10, 11). On the
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basis of these findings, it is not surprising that studies in
humans point to a role for ZnT8 in the pathophysiology of type
2 diabetes (7, 12, 13), further exemplifying the importance of
zinc transporters in � cells.

Beyond Znt8, however, little is known about how zinc levels
are regulated in � cells. Most importantly, it is not well under-
stood how zinc enters � cells and how this entrance is regulated
to affect cytosolic zinc concentrations. We have shown previ-
ously that voltage-gated calcium channels (VGCCs) can act as
zinc influx transporters (14) during cellular membrane depo-
larization associated with high glucose concentrations. How-
ever, zinc also enters the � cell under resting/low-glucose con-
ditions, indicating that there is another mechanism of influx
that is likely independent of VGCCs. Our previous work has
identified several ZIPs in � cells that may contribute to zinc
homeostasis. Currently, limited information is available regard-
ing the function of these ZIPs in pancreatic � cells, although a
few studies have suggested that ZIPs, specifically ZIP4 (15), may
play some role in the regulation of pancreatic � cell zinc homeo-
stasis (16, 17).

In this study, we show consistent high expression of ZIP6 and
ZIP7 across islets and � cell lines, suggesting that they are
prominent zinc influx transporters in pancreatic � cells. Our
data suggest that ZIP6 and ZIP7 work together with the ZnT
family to regulate cytosolic zinc homeostasis in this cell type.
Functionally, down-regulation of ZIP6 and ZIP7 in pancreatic
� cells reduces cytosolic zinc content, which causes impaired
insulin exocytosis and, therefore, reduced glucose-stimulated
insulin secretion (GSIS). Interestingly, we also show that ZIP6
interacts physically with the glucagon-like peptide 1 receptor
(GLP-1R). This interaction mediates the protective effects of
GLP-1 on � cell apoptosis.

Materials and Methods

Cell Culture and Transfection—MIN6 � cells were cultured
in DMEM (4500 mg/l glucose and L-glutamine; Sigma) supple-
mented with 10% fetal bovine serum, 1% penicillin/streptomy-
cin, and 50 �M �-mercaptoethanol. INS-1 832/3 cells (from Dr.
Chris Newgard at Duke University, Durham, NC) were main-
tained in RPMI 1640 medium (11.1 mM D-glucose) supple-
mented with 10% FBS, 1% penicillin/streptomycin 10 mM

HEPES, 2 mM L-glutamine, 1 mM sodium pyruvate, and 50 �M

�-mercaptoethanol. Cells were incubated at 37 °C in a 5% CO2
humidified incubator. The culture medium was changed every
48 –72 h until the optimal confluence for treatment. MIN6 �
cells were cultured in 96-well plates until �80% confluent. Cells
were transfected with 30 pmol/well of targeted siRNA specific
to ZIP6 and ZIP7 or a non-silencing control siRNA (scramble)
mixed with Lipofectamine RNAiMAX (Life Technologies)
transfection reagent according to the instructions of the man-
ufacturer. Alternatively, cells were transfected with 0.25 �g/
well plasmid cDNA targeted specifically to overexpress ZIP6
(pcDNA3.1-ZIP6-HA, a gift from Kyle W. Sloop, Lilly Research
Laboratories) and ZIP7 (pcDNA3.1-ZIP7-FLAG, OriGene,
Rockville, MD) or empty vector (pcDNA3.1) as a control mixed
with Lipofectamine 2000 (Life Technologies) transfection re-
agent according to the instructions of the manufacturer. Cells

were recovered overnight before any functional studies were
performed.

Gene Expression and Western Blotting—Total RNA was iso-
lated from transfected cells using the RNeasy mini kit (Qiagen,
Toronto, ON, Canada) in accordance with the instructions of
the manufacturer. The quality and quantity of RNA were deter-
mined by spectrophotometric measurements. Reverse tran-
scription from total RNA and quantitative real-time PCR anal-
ysis were performed as described previously (6). Primers were
adopted from those used previously (6, 18) or designed using
Primer3 software (NCBI) (primer sequences are available upon
request). Data were normalized to � actin mRNA. ZIP6- and
ZIP7-targeted cDNA plasmid- and empty vector (pcDNA3.1)-
treated MIN6 � cells were lysed in radioimmune precipitation
assay buffer (Cell Signaling Technology) containing protease
and phosphatase inhibitor mixture (Cell Signaling Technol-
ogy). Lysates were loaded onto a 10% SDS-PAGE gradient gel
(Bio-Rad) and transferred onto a PVDF membrane using Trans
Blot Turbo (Bio-Rad). The membrane was probed with
anti-HA (1:1000, Covance Inc., Montreal, QC, Canada), anti-
FLAG (1:1000, Sigma), anti-phospho-ERK (1:1000, Cell Signal-
ing Technology), and anti-� actinin antibodies (1:1000, Cell
Signaling Technology), followed by anti-mouse (1:5000) or
anti-rabbit (1:5000) secondary antibodies (Cell Signaling Tech-
nology), and imaged using Kodak Imager 4000pro (Molecular
Imaging Systems, Carestream Health Inc., Rochester, NY)
within the linear range of intensity. Coimmunoprecipitation
experiments were performed to examine the interaction
between proteins. HA-tagged ZIP7 and FLAG-tagged GLP-1R
plasmids or FLAG-tagged ZIP6 and His-V5-tagged GLP-1R
were cotransfected into MIN6 cells using Lipofectamine 2000
(Life Technologies). Anti-FLAG coimmunoprecipitation was
conducted to pull down both bait protein and its interacting
partners. 2.5% input and 50% coimmunoprecipitation eluents
were loaded for gel electrophoresis and immunoblotting by
anti-HA (1:5000, Covance Inc.) or anti-V5 (1:5000, Life Tech-
nologies) primary antibody.

Confocal Microscopy Imaging—The cellular localization of
ZIP6 and ZIP7 was determined in primary dispersed mouse
islet cells and MIN6 � cells using confocal microscopy. Staining
was performed as described previously (6) with primary anti-
HA (1:1000, Covance Inc.), anti-FLAG (1:500, Sigma), anti-
KDEL (1:200, Pierce, ThermoFisher), anti-Syntaxin-1a (1:200,
Sigma), anti-ZIP7 (1:200, Proteintech, Chicago, IL), anti-
ZIP6-Y3 (1:20, an antibody generated in-house by Kathryn M.
Taylor, Cardiff University, UK (19)), or anti-insulin (1:100,
Dako) primary antibody, followed by Alexa Fluor 488 goat anti-
mouse (1:500, Molecular Probes, Life Technologies), Alexa
Fluor 555 donkey anti-rabbit (1:500, Molecular Probes, Life
Technologies), or donkey anti-guinea pig (1:500, Jackson
ImmunoResearch Laboratories) secondary antibodies. Images
were acquired on Zeiss confocal microscope at �40 magnifica-
tion with an oil lens and analyzed by LSM510 (Zeiss). Colocal-
ization of ZIP6 and ZIP7 with membrane and ER staining was
analyzed and determined with Volocity software.

Mouse and Human Islet Isolation and Dispersion and GSIS—
Mouse islets were isolated by collagenase type V (Sigma) diges-
tion and dispersed by AccutaseTM (Millipore) as described pre-
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viously (20, 21). Human islets from review board-approved
healthy donors were provided by the Islet Core and Clinical
Islet Laboratory (University of Alberta, Alberta, Canada). GSIS
was assessed as described previously (6, 22) using 0, 2, and 20
mM glucose. 48 h after transfection, growth medium was
removed, and cells were preincubated with Krebs-Ringer bicar-
bonate buffer (128.8 mM NaCl, 4.8 mM KCl, 1.2 mM KH2PO4,
1.2 mM MgSO4, 2.5 mM CaCl2, 5 mM NaHCO3, 10 mM HEPES,
and 0.1% BSA (pH 7.4)) for 60 min at 37 °C. Preincubation
medium was removed, and cells were incubated under no glu-
cose (0 mM glucose), low-glucose (2 mM glucose), high-glucose
(11 or 20 mM glucose) and then KCl (20 mM glucose � 30 mM

KCl) or GLP-1 (11 mM glucose � 100 mM GLP-1) conditions for
20 min each at 37 °C. Incubation medium was collected after
each condition and stored at �20 °C. Ultrapure water was
added to each well and then frozen and thawed to lyse cells.
DNA content was determined by spectrophotometric measure-
ment. Insulin concentration in collected media fractions and
cell lysates was determined using a homogenous time-resolved
fluorescence insulin assay (Cisbio), in accordance with the
instructions of the manufacturer, on a PHERAstar plate reader
(BMG Labtech, Ortenberg, Germany). Insulin levels were then
normalized to DNA content for each treatment.

High Content Imaging and Microscopy—Images were ac-
quired and analyzed on a Thermo Fisher Cellomics ArrayScan
VTI HCS reader using iDEVTM software. The filter settings for
each dye were as follows: excitation/emission, 494/516 nm
for FluoZinTM3AM and Fluo4AM (Molecular Probes, Life
Technologies); excitation/emission, 644/655 nm for CellROX
(Molecular Probes, Life Technologies); and excitation/emis-
sion, 350/461 nm for Hoechst 33342 (Molecular Probes, Life
Technologies). Each dye was loaded into live MIN6 � cells or
dispersed mouse islet cells according to the recommendations
of the manufacturer. For transmission electron microscopy
images, MIN6 cells were transfected with either scrambled
siRNA or targeted siRNA for ZIP6 and ZIP7 knockdown and
fixed, and images were acquired as described previously (23).
Granule number was quantified manually using ImageJ soft-
ware (24). Total Internal Reflection Fluorescence Microscopy
images were acquired with a Nikon TE2000U TIRF microscope
at 5 Hz with a 100-ms exposure time. Insulin granule mobiliza-
tion and exocytosis were analyzed by Matlab (Math Works),
ImageJ (National Institutes of Health), and Igor Pro software.
For a detailed analysis, refer to a previous publication (25).

Mitochondrial Membrane Potential—Primary dispersed
mouse islets were transfected with either scrambled siRNA or
targeted siRNA for knocking down ZIP6 and ZIP7 expression
48 h prior to loading with rhodamine 123 (25 �g/ml, 10 min) in
2.8 mM glucose imaging buffer. Cells were treated with extra
glucose (final concentration, 20 mM) to observe the corre-
sponding change in mitochondrial membrane potential.
Images were taken at 10-s intervals at an excitation of 511 nm
with an Olympus IX70 inverted epifluorescence microscope in
combination with an Ultrapix camera and a computer with PTI
imaging software, as described previously (26).

Caspase 3/7 Activity Assay—MIN6 cells were seeded onto a
96-well plate and treated. 48-h treatment with 400 �M palmitic
acid was used to induce apoptosis as a positive control. Cleaved

caspase 3/7 was assayed according to the protocol of the man-
ufacturer (G8091, Promega).

xCelligence—The xCelligence system was operated accord-
ing to the instructions in the user manual (ACEC Biosciences
Inc., San Diego, CA). Briefly, MIN6 cells were seeded on to
96-well E-plates, and then cell growth was monitored and
recorded as cell index values every 15 min over 50 h.

Membrane Yeast Two-hybrid Analysis of GLP-1R in a
Human and Mouse Islet cDNA Library—The membrane yeast
two-hybrid analysis was performed by Dualsystem Biotech Inc.
(Schlieren, Switzerland). The technology and the bait vector
pCCW-ste-hGLP-1R-cub have been described previously
(27, 28).

Statistics—Statistical significance was assessed using Stu-
dent’s t test, Welsh t test, and one-way or two-way analysis of
variance for repeated measures, followed by a Bonferroni post-
test comparison where required. p � 0.05 was considered sig-
nificant. All data are presented as mean � S.E.

Results

ZIP Family Gene Expression in MIN6 Cells and Human and
Mouse Islets—Several reports have examined the expression of
ZIP isoforms in tissues including the GI tract, central and
peripheral nervous systems, prostate, liver, kidney, and pan-
creas (4, 29 –33). Here we profile the expression of all 14 ZIP
isoforms (Slc39a1–14) in human and mouse pancreatic islets
and MIN6 pancreatic � cells. Among the genes examined, ZIP6
and ZIP7 were the most abundantly expressed in both islets and
MIN6 cells. We found that the expression level of ZIPs was
comparable between MIN6 cells and mouse islets, with the
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FIGURE 1. ZIP family gene expression in MIN6 cells and human and mouse
islets. A and B, quantitative PCR analysis of the ZIP transcriptome in MIN6 �
cells and mouse islets (n 	 4 – 6) (A) and human islets from normal glucose-
tolerant and type 2 diabetic individuals (n 	 5–13) (B). Values were normal-
ized to �-actin mRNA and represented as mean � S.E.
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exception of ZIP4, ZIP5, and ZIP8 (Fig. 1A). In human islets, we
found ZIP3, ZIP8, ZIP9 and ZIP14 expressed at levels compa-
rable with ZIP6 and ZIP7 (Fig. 1B). Because zinc plays impor-
tant roles in pancreatic � cell function, and ZnT8 has been
identified as a key risk locus for type 2 diabetes (T2D) in
genome-wide association studies, it is reasonable for us to spec-
ulate that there may also be a dysregulated ZIP expression pro-
file in islets from diabetic patients. Indeed, we observed a gen-
eral trend (without statistical significance) of an altered ZIP
expression profile in T2D islets compared with those obtained
from normal, glucose-tolerant individuals (Fig. 1B).

Cellular Localization of ZIP6 and ZIP7—As noted above,
ZIP6 and ZIP7 are the most abundantly expressed ZIP genes in
MIN6 cells and human and mouse islets. To study the function
of ZIP6 and ZIP7 in pancreatic � cells, we first examined their
endogenous expression. By using antibodies specifically detect-
ing ZIP6, ZIP7, and insulin, we demonstrated that, in islet cells,
endogenous ZIP6 and ZIP7 are mainly expressed in insulin-
producing � cells (Fig. 2, A and B). The detailed cellular local-

ization of endogenous ZIP6 and ZIP7 was then examined fur-
ther on dispersed islet cells as outlined below. Studies
performed on other cell types have suggested that ZIP6 is pri-
marily localized to the ER under basal states and translocates to
the plasma membrane under stimulatory conditions (19, 34),
whereas ZIP7 is primarily colocalized to Golgi or ER structures
(32, 35–37). Costaining ZIP6 or ZIP7 with either a plasma
membrane marker (membrane fusion SNARE protein, Syn-
taxin-1a) or an ER marker (predominantly ER-expressed pro-
tein, KDEL) revealed that both ZIP6 and ZIP7 colocalized pre-
dominantly with the ER (Fig. 2, C and D) in dispersed pancreatic
islet cells. Quantitative Pearson’s correlation coefficient calcu-
lations supported this colocalization between ZIP6 and ZIP7
with the ER (Fig. 2G). Interestingly, after glucose stimulation,
the majority of ZIP6 protein translocates from the ER to the
plasma membrane (Fig. 2E), consistent with what has been
observed previously in breast cancer cells (19), whereas ZIP7
remains unchanged (Fig. 2F). Quantitative Pearson’s correla-
tion coefficient calculations also showed a significant increase
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FIGURE 2. Cellular Localization of ZIP6 and ZIP7. A and B, representative confocal images of endogenously expressed ZIP6 and ZIP7 in dispersed mouse islet
cells (blue, nucleus; red, ZIP6 or ZIP7; green, insulin; arrows, pancreatic � cells). C–F, representative confocal images of endogenously expressed ZIP6 and ZIP7
costained with the ER marker KDEL (C and D) or the membrane marker syntaxin-1a (E and F) in the basal or glucose-stimulated state (20 mM glucose, 5 min) (blue,
nucleus; red, membrane or ER; green, anti-ZIP6 or anti-ZIP7). G and H, quantitative analysis by Pearson correlation coefficient shows colocalization between ZIP6
and ZIP7 with the ER (G) or plasma membrane (H). n 	 3– 4. Values are mean � S.E. *, p � 0.05.HG, high glucose.
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in the colocalization of ZIP6 and the plasma membrane upon
glucose stimulation (Fig. 2H).

SiRNA-targeted ZIP6 and ZIP7 Knockdown in MIN6 Pancre-
atic � Cells—To examine the potential role of ZIP6 and ZIP7 in
vitro, we used targeted siRNA for ZIP6 and ZIP7 knockdown in
MIN6 � cells. A knockdown efficiency of 70 – 80% was achieved
for both ZIP6 and ZIP7 (Fig. 3, A and B). Interestingly, when we
knocked down ZIP6, we observed a significant increase in ZIP7
expression (Fig. 3A). On the other hand, ZIP7 down-regulation
did not cause any change in the expression of other ZIPs (Fig.
3B). These findings suggest a possible cooperative role between
ZIP6 and ZIP7. Therefore, we used transcriptional silencing of
both ZIP6 and ZIP7 in subsequent functional studies. A
50 – 60% reduction in both ZIP6 and ZIP7 mRNA was achieved,
with no significant effect on the expression of other ZIP iso-
forms or ZnT8 (Fig. 3C).

Analysis of Cytosolic Zinc Content in MIN6 � Cells and Pri-
mary Mouse Islet Cells—To evaluate the role of ZIP6 and ZIP7
in regulating cytosolic zinc influx in live � cells, zinc uptake

capacity and concentration were recorded from cells loaded
with Fluozin 3AM as a cytosolic zinc indicator. Overexpression
of both transporters simultaneously induced a significant
increase in zinc uptake upon addition of exogenous ZnSO4 (Fig.
4, A–C). The significant increase in cytosolic zinc content was
sustained in these cells over time (Fig. 4B). In complimentary
studies, down-regulation of both ZIP6 and ZIP7 expression did
not affect basal zinc uptake but significantly reduced glucose-
stimulated zinc uptake in dispersed primary mouse islet cells in
the presence of ZnSO4 (Fig. 4, D–F). Previous studies have
shown that glucose can activate zinc flux and, therefore, raise
cytosolic zinc levels in pancreatic � cells (14, 17, 38). Here we
demonstrated an important role for ZIP6 and ZIP7 in this
process.

Cytosolic Zinc Content Is Essential for GSIS in MIN6 � Cells—
As we and others have reported previously, the zinc efflux
transporter ZnT8 regulates insulin secretion in part through
alterations in insulin secretory granule zinc content (6, 7). We
hypothesized that zinc influx transporters may have a role in
insulin secretion via alterations in cytosolic and/or organelle-
specific zinc pools. Double knockdown of ZIP6 and ZIP7 in
MIN6 � cells significantly impaired insulin secretion upon
stimulation with high glucose and the secretagogue KCl (Fig. 5,
A and B). Interestingly, the reduction in insulin secretion was
not observed in MIN6 cells in which ZIP6 or 7 was knocked
down individually (data not shown), further suggesting that a
compensatory effect may exist between these ZIP isoforms (Fig.
3, A and B). The impairment in glucose-stimulated insulin
secretion was not due to measurable alterations in insulin bio-
synthesis because total insulin content was not altered (Fig. 5C),
nor was the expression of key genes involved in insulin biosyn-
thesis (Fig. 5G).

To better delineate whether impaired insulin secretion in
ZIP6 and ZIP7 knockdown cells is caused by reduced cellular
zinc content, we utilized a zinc chelator, TPEN (39 – 41), to
mimic this condition. TPEN reduced insulin secretion in a
dose-dependent manner when stimulated with glucose (Fig.
5D) or KCl (Fig. 5E). In line with previous studies (42, 43), TPEN
dose-dependently affected insulin content, with low concentra-
tions (2.5 and 5 �M) having no effect but a higher concentration
(10 �M) decreasing insulin content in MIN6 cells (Fig. 5F).
Taken together, the data strongly suggest that ZIP6 and ZIP7
are important for maintaining cytosolic zinc content and,
therefore, regulating insulin secretion and biosynthesis in pan-
creatic � cells.

Down-regulation of ZIP6 and ZIP7 Expression Induces Oxi-
dative Stress but Not Apoptosis—The decreased insulin secre-
tion in ZIP6 and ZIP7 knockdown cells could be caused by
impairment of the stimulus-secretion coupling apparatus, exo-
cytotic machinery, and/or through induction of cell toxicity
and death. Increasing evidence suggests that zinc content
changes can trigger oxidative stress, causing apoptosis (44 –
46). To examine this, CellROX Deep Red was used to measure a
broad range of reactive oxygen species (ROS) in MIN6 � cells.
Interestingly, a significant increase in ROS was observed in
ZIP6 and ZIP7 knockdown cells (Fig. 6, A and B). This was
similar to a response induced by treatment with palmitic acid, a
known inducer of oxidative stress. However, we observed no
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changes in cleaved caspase 3/7 activity (47, 48) after down-
regulation of ZIP6 and ZIP7 expression (Fig. 6C), ruling out
apoptosis. Concurrently, we also employed the xCELLigence
system to record cell proliferation in real time. We observed no
significant difference over 50 h during siRNA treatment (Fig.
6D). Therefore, impaired GSIS with ZIP6 and ZIP7 knockdown
is associated with increased ROS, but not because of cell death.

Down-regulation of ZIP6 and ZIP7 Expression Does Not
Affect Glucose Metabolism or Calcium Flux—Recent studies
have indicated a potential role for ZIP7 in the regulation of
glucose metabolism in skeletal muscle cells (49). To determine
whether ZIP6 and ZIP7 knockdown impairs glucose metabo-
lism and, therefore, reduces GSIS, we used real-time live imag-
ing (PTI) to record MMP changes upon acute glucose load. In
dispersed mouse islet cells, no difference was observed in glu-
cose-stimulated hyperpolarization of the MMP between
scrambled and ZIP6 and ZIP7 siRNA-treated cells (Fig. 7, A and
B). In agreement with this result, the expression of key genes
involved in glucose uptake (glucose transporter 2, GLUT 2) and
metabolism (glucokinase, GCK) were not attenuated with ZIP6
and ZIP7 knockdown (Fig. 7C). Many studies have suggested a

synergistic role between Zn2� and Ca2� in the regulation of
intracellular kinase-activated signaling pathways (50 –53). Our
laboratory has shown previously that VGCCs act as relatively
specific zinc influx transporters (14), suggesting a possible role
for zinc in the regulation of cytosolic calcium homeostasis. Glu-
cose-stimulated cytosolic calcium influx is a vital part of the
stimulus-secretion coupling pathway and for insulin granule
exocytosis in pancreatic � cells (24, 54, 55). Here we examined
whether the disruption in cytosolic zinc homeostasis observed
in ZIP6 and ZIP7 knockdown MIN6 cells alters cytosolic cal-
cium signaling to impair insulin secretion. Interestingly, no
change was observed in glucose-stimulated cytosolic calcium
influx upon ZIP6 and ZIP7 knockdown (Fig. 7D). Taken
together, these results indicate that impairment of GSIS upon
ZIP6 and ZIP7 knockdown is neither due to impaired glucose
metabolism nor alterations in cytosolic calcium influx.

Down-regulation of ZIP6 and ZIP7 Expression Impairs Insu-
lin Exocytosis—The absence of alterations to glucose metabo-
lism and stimulus-secretion coupling in ZIP6 and ZIP7 knock-
down cells led us to examine insulin exocytosis. We initially
employed transmission electron microscopy to look for differ-
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ences in granule morphology and distribution. Previously, we
and others have demonstrated that altered zinc homeostasis
through ZnT8 deletion leads to atypical insulin crystallization
within granules, which may alter granule docking and exocyto-
sis (6, 7). Transmission electron microscopy images revealed no
differences in the number of dense-core insulin granules in
MIN6 cells upon ZIP6 and ZIP7 knockdown (data not shown),
indicating that down-regulation of ZIP6 and ZIP7 does not
affect insulin crystallization. Next we examined insulin granule
secretory dynamics by time-lapse total internal reflection fluo-
rescence (TIRF) microscopy. Here insulin granules in dispersed
mouse islet � cells were tagged with neuropeptide yeast
enhanced green gluorescent protein by adenovirus transduc-
tion, followed by siRNA-mediated ZIP6 and ZIP7 knockdown.
As shown previously, �50 – 60% knockdown of ZIP6 and ZIP7
was observed (Fig. 8A). A significant reduction in the insulin
granule exocytosis rate (fusion events) during the first phase of
insulin secretion was observed by TIRF in ZIP6 and ZIP7
knockdown islet cells (Fig. 8, B–F). Therefore, in ZIP6 and ZIP7
knockdown � cells, the reduced glucose-stimulated insulin
granule docking can explain impaired glucose-stimulated insu-
lin secretion.

Effect of ZIP6 and ZIP7 on GLP-1-mediated Signaling—
GLP-1, acting via the GLP-1 receptor (GLP-1R), has a well
established stimulatory effect on glucose-induced insulin
secretion from pancreatic islets (56), and it protects rodent �
cells from cytokine-induced apoptosis (57). Interestingly, in
concurrent studies, ZIP6 and ZIP7 were both identified as puta-
tive GLP-1R-interacting proteins in a membrane yeast two-hy-
brid screen of human and mouse islet cDNA libraries. This
method was very similar to what we have reported previously
for GLP-1R using a fetal brain cDNA library (28). The interac-
tion between ZIP6/ZIP7 and GLP-1R was validated using coim-
munoprecipitation (Fig. 9A). Because the interaction between
ZIP6 and ZIP7 and GLP-1R indicates a potential functional role
for ZIPs in the regulation of GLP-1 signaling, we disrupted the
interaction between ZIPs and GLP-1R utilizing siRNA medi-
ated down-regulation of both ZIP6 and ZIP7 expression.
Although a reduction in insulin secretion was observed upon
GLP-1 treatment, the relative stimulatory effect of GLP-1 on
glucose-stimulated insulin secretion remained unchanged
compared with the scrambled control (Fig. 9B). Therefore,
ZIP6 and ZIP7 are not required for GLP-1 augmented glucose-
stimulated insulin secretion. To determine whether ZIP6 and

FIGURE 5. Cytosolic zinc content is essential for GSIS in MIN6 � cells. A, B, D, and E, glucose- and KCl-stimulated insulin secretion was performed upon ZIP6
and ZIP7 double knockdown (A and B) and 1 h of TPEN pretreatment (D and E). C and F, intracellular insulin content measured upon ZIP6 and ZIP7 double
knockdown (C) and 1 h TPEN pretreatment (F). Insulin levels were normalized to DNA content for each treatment. G, quantitative PCR analysis comparing gene
expression levels of INS1, PC1, PC2, PDX1, MAFA, and carboxypeptidase E (CPE) between scrambled and ZIP6 and ZIP7 siRNA-treated MIN6 cells. A nonspecific
scrambled siRNA sequence was used as a control. n 	 5– 6. Values are mean � S.E. *, p � 0.05; **, p � 0.01; ***, p � 0.001.
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ZIP7 are involved in mediating the anti-apoptotic effect of
GLP-1, we utilized exendin 4 (EX4, a GLP-1R agonist) and pal-
mitic acid as a proapoptotic stimuli. Interestingly, the down-

regulation of ZIP6 but not ZIP7 completely diminished the pro-
tective effect of GLP-1 against palmitic acid-induced apoptosis
in MIN6 cells (Fig. 9C). Correspondingly, down-regulation of
ZIP6 expression led to significantly reduced GLP-1-induced
p-ERK (Fig. 9, D and E), one of the key signaling molecules
thought to be involved in the anti-apoptotic effect of GLP-1 (58,
59). Together, these findings suggest that ZIP6 is involved in
GLP-1R signaling to prevent apoptosis but that it does not
directly mediate its effect on insulin secretion.

Discussion

Because zinc ions are co-secreted together with insulin dur-
ing insulin exocytosis, � cells require mechanisms to continu-
ously replenish zinc storage by uptake and incorporation into
proper intracellular compartments. Despite the well estab-
lished recognition of the tight relationship between zinc homeo-
stasis and pancreatic � cell function, the participating role of
zinc influx transporters has so far not been well examined. Our
observation of a possible dysregulated ZIP expression profile in
type 2 diabetic islets compared with healthy individuals pro-
vides a further rationale to investigate the role of ZIPs in the
regulation of pancreatic � cell function. We have demonstrated
previously that VGCCs can mediate zinc uptake in pancreatic �
cells (14). In this study, we explore the role of two zinc influx
transporter members of the ZIP family, ZIP6 and ZIP7, which,
as we demonstrate here, are two of the most highly expressed
ZIP transcripts in human and mouse islets. Of note, in this
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study, we observed a difference in the relative abundance of
ZIP1 gene expression when compared with our previous work
(14), which showed relatively high expression. This may be due
to different tissue samples, RNA extraction methods, or the
quantitative PCR primer sets employed. However, the relative
abundance of ZIP1 compared with other ZIP isoforms shown in
this study is strikingly similar to the ZIP expression profiles of
our more recent paper (7) and that published by Bellomo et al.
(17).

The cellular localization of ZIP6 and ZIP7 suggests that these
transporters can work in tandem to regulate cytosolic zinc con-
tent either by bringing extracellular zinc into cells (60 – 62) or
by pumping ER-stored zinc into the cytosol when needed (35).
Importantly, to restore the cellular zinc content after glucose
stimulation, ZIP6 appears to be capable of relocating to the
plasma membrane from the ER to facilitate zinc influx (Fig. 2, E
and H). This is consistent with previous observations of ZIP6
activation in breast cancer cells (19). Therefore, ZIP6 and ZIP7
likely function to increase cytosolic zinc via increased uptake or
reuptake of zinc under basal conditions and in response to glu-
cose to replenish cellular and intragranular zinc during/after
insulin secretion.

Interestingly, a significant compensatory increase of ZIP7
expression occurred upon targeted siRNA knockdown of ZIP6,
suggesting a tight cooperative relationship between ZIP6 and
ZIP7. This led us to use a double knockdown or overexpression
approach throughout our study. We performed population
studies by using a Cellomics-based high-throughput screening
platform where multiple cellular targets and processes occur-
ring in live cells were analyzed over time and space in a non-
biased way (44, 63– 65). In agreement with previous findings in
both dendritic cells (60) and breast cancer cells (37), impaired
zinc homeostasis was observed after altered expression of ZIP6
and ZIP7. Notably, because of their subcellular localization, the
increase in cytosolic free zinc content we observed here in
ZIP6- and ZIP7-overexpressing cells may result not only from
enhanced influx of zinc ions from the extracellular space but
also from intracellular release from the ER. The compensatory
increase in ZIP7 we observed following ZIP6 knockdown sug-
gests that zinc release from internal stores may also be critical
to facilitate the process of insulin co-crystallization with zinc
and its subsequent exocytosis, emphasizing the requirement for
zinc in maintaining proper glucose-stimulated insulin secre-
tion. Indeed, down-regulation of ZIP6 and ZIP7 expression
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together elicited a significant reduction in the glucose-stimu-
lated increase of cytosolic zinc content in dispersed mouse islet
� cells. However, previous studies from our laboratory (14) and
a recent paper (17) both suggest that zinc can also enter cells via
VGCCs under glucose-stimulated conditions. To dissect the
roles of VGCCs and ZIPs in the regulation of cytosolic zinc
content, we used the VGCC blocker nifedipine (80 �M) to
acutely block the function of VGCCs, as we reported previously
(14). In the presence of nifedipine, the knockdown of ZIP6 and
ZIP7 in MIN6 � cells was still able to reduce glucose-stimulated
cytosolic zinc accumulation (data not shown), suggesting that
VGCCs and ZIPs function independently to regulate cytosolic
zinc content upon glucose stimulation. Although our data indi-
cate that ZIPs play a major role in regulating � cell zinc content,
further experiments are warranted to clearly assess the relative
contribution of the VGCC in this process.

Furthermore, knockdown of ZIP6 and ZIP7 disrupted zinc
homeostasis and impacted overall � cell function, as demon-
strated by significantly impaired glucose- and depolarization
(KCl)-stimulated insulin secretion. Again, consistent with a
requirement of zinc for normal � cell function, the zinc chelator
TPEN caused depletion of cytosolic zinc content, which also
lead to an impairment of � cell function. However, under the

experimental conditions used here, we observed no significant
difference in either intracellular insulin content or expression
levels of any genes involved in insulin synthesis/processing
upon ZIP6 and ZIP7 knockdown. This suggested that insulin
synthesis and processing were not altered. It is possible that
decreased � cell zinc accumulation caused by ZIP6 and ZIP7
knockdown may adversely affect zinc accumulation in the insu-
lin granule and, therefore, adversely affect secretion. Indeed, we
and others have demonstrated previously that reduced granular
zinc in mice lacking the insulin granule-specific zinc trans-
porter ZnT8 is associated with insulin crystallization defects
and reduced secretion (7, 12, 13). Although the down-regula-
tion of ZIP6 and ZIP7 did not alter the expression of ZnT8, the
impact of reduced cellular zinc content on intragranular zinc
concentration is unclear, and further studies are needed to con-
firm the effect of ZIP6 and ZIP7 knockdown on intracellular
compartments of zinc.

Impairment of the ability to respond to the increased
demand for insulin secretion is a key element of � cell failure in
T2D (66). Here we show a general trend toward the dysregu-
lated expression of ZIPs in islets from T2D patients compared
with normal glucose-tolerant individuals. It is therefore reason-
able to speculate that reduced expression of key ZIPs, including
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MIN6 cells (C) with or without Exendin 4 (EX4) treatment (100 nM) upon ZIP6 and ZIP7 knockdown. D and E, representative Western blot (D) and quantitative
analysis (E) of Exendin 4 (100 nM)-induced phosphorylation of ERK1/2 (p44/42). n 	 3–5. Values are mean � S.E. *, p � 0.05. RLU, relative luminescence unit.
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ZIP6 and ZIP7, may disrupt zinc homeostasis and produce sub-
sequent defects in insulin secretion and reduce � cell viability,
potentially increasing the risk of developing diabetes. There are
numerous reports supporting a significant interaction between
impaired zinc homeostasis and diabetes (67–70), and zinc sup-
plementation has beneficial effects on improving glycemic con-
trol in diabetic patients (67, 71, 72). Interestingly, our data sug-
gest that increasing cellular zinc alone is not sufficient to
enhance � cell insulin secretion because overexpression of
ZIP6- and ZIP7-increased cytosolic zinc has no effect on insulin
secretion in healthy � cells. Therefore, zinc does not directly
stimulate insulin secretion and must influence � cell function,
perhaps protecting against specific forms of � cell dysfunction
to maintain insulin secretion.

Our data strongly support the idea that zinc and, by exten-
sion, ZIP6 and ZIP7 have a protective role against � cell dys-
function through numerous pathways. One possible role for
zinc that is supported by our findings is in the process of granule
docking and insulin exocytosis. The actin cytoskeleton is con-
sidered the key mediator of biphasic insulin release because it
regulates insulin granule docking at the cell periphery (73), and
zinc has been shown previously to regulate cytoskeleton
dynamics as an important component in stabilizing microtu-
bule structure in neurons (74). In our study, we observed that
down-regulation of ZIP6 and ZIP7 resulted in fewer docked
granules during both first- and second-phase insulin secretion,
indicating a defect in actin cytoskeleton-mediated exocytosis.
Interestingly, defects in first-phase insulin secretion are char-
acteristic of T2D, consistent with a possible reduction in ZIP7
expression in diabetic islets. Therefore, we suggest here that
there may exist a functional relationship between cytosolic zinc
homeostasis and insulin exocytosis mediated by a zinc-facili-
tated remodeling of the actin cytoskeleton.

Oxidative stress is strongly associated with � cell dysfunction
in the development of T2D, and previous studies have shown
that maintaining the optimal cellular zinc content is critical for
preventing oxidative stress and subsequent cell death in various
cell types (75–78). Superoxide dismutases act as one of the
major antioxidant enzyme families to protect pancreatic � cells
from being damaged by ROS. Zinc is the cofactor of superoxide
dismutase and is essential for maintaining proper superoxide
dismutase activity (79). Studies have shown that both superox-
ide dismutase expression and activity are diminished in zinc-
deficient cells (80, 81). Indeed, here we show a significant
increase in ROS production upon disrupted cytosolic zinc
homeostasis because of the down-regulation of ZIP6 and ZIP7
expression, which may also play a partial role in the observed
pancreatic � cell dysfunction. Therefore, maintenance of zinc
homeostasis through ZIP6 and ZIP7 may play an essential pro-
tective role against the development of oxidative stress.

Finally, we made the interesting observation that ZIP6 is an
important cellular interactor with the GLP-1 receptor and is
required for the protective effect of GLP-1 against palmitic
acid-induced � cell apoptosis. Lipotoxicity is thought to be a
major underlying cause of � cell death and dysfunction in T2D.
Therefore, loss of ZIP6 would make � cells more susceptible to
death. Therefore, ZIP6 and ZIP7 may be essential for maintain-
ing � cell function and survival during periods of stress, such as

oxidative stress and lipotoxicity. These ZIPs are also likely crit-
ical for proper insulin granule exocytosis and appropriate first-
phase insulin secretion.

In summary, this study shows that ZIP6 and ZIP7 are novel
and important zinc influx transporters in pancreatic � cells. We
demonstrated that maintenance of cytosolic zinc homeostasis
through these transporters is functionally important for pan-
creatic � cells to maintain normal insulin exocytosis and, there-
fore, insulin secretion. Interestingly, we also show that ZIP6
functions as a cellular interactor with the GLP-1 receptor and
participates in mediating the effect of GLP-1 to alleviate � cell
apoptosis. Finally, our study suggests that these ZIP transport-
ers (ZIP6 and ZIP7) may represent novel targets for drugs that
can enhance � cell survival and insulin secretion.

Acknowledgments—We thank the Canadian Foundation for Innova-
tion and Ontario Research Funds (19442 and 30961) for providing the
equipment used in our study. We thank Islet Core and Clinical Islet
Laboratory (University of Alberta) providing us human islets from
review board-approved donors. We thank Judith A. Eversley for con-
tributions to the manuscript. We also thank Kyle W. Sloop for the
pcDNA3.1-ZIP6-HA plasmid construct.

References
1. Crouch, R. K., Gandy, S., Patrick, J., Reynolds, S., Buse, M. G., and Simson,

J. A. (1984) Localization of copper-zinc superoxide dismutase in the en-
docrine pancreas. Exp. Mol. Pathol. 41, 377–383

2. Ohly, P., Dohle, C., Abel, J., Seissler, J., and Gleichmann, H. (2000) Zinc
sulphate induces metallothionein in pancreatic islets of mice and protects
against diabetes induced by multiple low doses of streptozotocin. Diabe-
tologia 43, 1020 –1030

3. Foster, M. C., Leapman, R. D., Li, M. X., and Atwater, I. (1993) Elemental
composition of secretory granules in pancreatic islets of Langerhans. Bio-
phys. J. 64, 525–532

4. Lichten, L. A., and Cousins, R. J. (2009) Mammalian zinc transporters:
nutritional and physiologic regulation. Annu. Rev. Nutr. 29, 153–176

5. Hennigar, S. R., and Kelleher, S. L. (2012) Zinc networks: the cell-specific
compartmentalization of zinc for specialized functions. Biol. Chem. 393,
565–578

6. Wijesekara, N., Dai, F. F., Hardy, A. B., Giglou, P. R., Bhattacharjee, A.,
Koshkin, V., Chimienti, F., Gaisano, H. Y., Rutter, G. A., and Wheeler,
M. B. (2010) � Cell-specific Znt8 deletion in mice causes marked de-
fects in insulin processing, crystallisation and secretion. Diabetologia
53, 1656 –1668

7. Nicolson, T. J., Bellomo, E. A., Wijesekara, N., Loder, M. K., Baldwin, J. M.,
Gyulkhandanyan, A. V., Koshkin, V., Tarasov, A. I., Carzaniga, R., Kro-

nenberger, K., Taneja, T. K., da Silva Xavier, G., Libert, S., Froguel,
P., Scharfmann, R., Stetsyuk, V., Ravassard, P., Parker, H., Gribble,
F. M., Reimann, F., Sladek, R., Hughes, S. J., Johnson, P. R., Masseboeuf, M.,
Burcelin, R., Baldwin, S. A., Liu, M., Lara-Lemus, R., Arvan, P., Schuit,
F. C., Wheeler, M. B., Chimienti, F., and Rutter, G. A. (2009) Insulin stor-
age and glucose homeostasis in mice null for the granule zinc transporter
ZnT8 and studies of the type 2 diabetes-associated variants. Diabetes 58,
2070 –2083

8. Tamaki, M., Fujitani, Y., Hara, A., Uchida, T., Tamura, Y., Takeno, K.,
Kawaguchi, M., Watanabe, T., Ogihara, T., Fukunaka, A., Shimizu, T.,
Mita, T., Kanazawa, A., Imaizumi, M. O., Abe, T., Kiyonari, H., Hojyo, S.,
Fukada, T., Kawauchi, T., Nagamatsu, S., Hirano, T., Kawamori, R., and
Watada, H. (2013) The diabetes-susceptible gene SLC30A8/ZnT8 regu-
lates hepatic insulin clearance. J. Clin. Invest. 123, 4513– 4524

9. Hardy, A. B., Wijesekara, N., Genkin, I., Prentice, K. J., Bhattacharjee, A.,
Kong, D., Chimienti, F., and Wheeler, M. B. (2012) Effects of high-fat diet
feeding on Znt8-null mice: differences between �-cell and global knock-

Zinc Influx Transporters in Pancreatic � Cells

JULY 24, 2015 • VOLUME 290 • NUMBER 30 JOURNAL OF BIOLOGICAL CHEMISTRY 18767

 at U
N

IV
 W

A
L

E
S C

O
L

L
 O

F C
A

R
D

IF on A
ugust 21, 2015

http://w
w

w
.jbc.org/

D
ow

nloaded from
 

http://www.jbc.org/


out of Znt8. Am. J. Physiol. Endocrinol. Metab. 302, E1084 –E1096
10. Chimienti, F., Devergnas, S., Favier, A., and Seve, M. (2004) Identification

and cloning of a �-cell-specific zinc transporter, ZnT-8, localized into
insulin secretory granules. Diabetes 53, 2330 –2337

11. Coffman, F. D., and Dunn, M. F. (1988) Insulin-metal ion interactions: the
binding of divalent cations to insulin hexamers and tetramers and the
assembly of insulin hexamers. Biochemistry 27, 6179 – 6187

12. Lemaire, K., Ravier, M. A., Schraenen, A., Creemers, J. W., Van de Plas, R.,
Granvik, M., Van Lommel, L., Waelkens, E., Chimienti, F., Rutter, G. A.,
Gilon, P., in’t Veld, P. A., and Schuit, F. C. (2009) Insulin crystallization
depends on zinc transporter ZnT8 expression, but is not required for
normal glucose homeostasis in mice. Proc. Natl. Acad. Sci. U.S.A. 106,
14872–14877

13. Pound, L. D., Sarkar, S. A., Benninger, R. K., Wang, Y., Suwanichkul, A.,
Shadoan, M. K., Printz, R. L., Oeser, J. K., Lee, C. E., Piston, D. W.,
McGuinness, O. P., Hutton, J. C., Powell, D. R., and O’Brien, R. M. (2009)
Deletion of the mouse Slc30a8 gene encoding zinc transporter-8 results in
impaired insulin secretion. Biochem. J. 421, 371–376

14. Gyulkhandanyan, A. V., Lee, S. C., Bikopoulos, G., Dai, F., and Wheeler,
M. B. (2006) The Zn2�-transporting pathways in pancreatic �-cells: a role
for the L-type voltage-gated Ca2� channel. J. Biol. Chem. 281, 9361–9372

15. Hardy, A. B., Prentice, K. J., Froese, S., Liu, Y., Andrews, G. K., and
Wheeler, M. B. (2015) Zip4 mediated zinc influx stimulates insulin secre-
tion in pancreatic � cells. PLoS ONE 10, e0119136

16. Dufner-Beattie, J., Kuo, Y. M., Gitschier, J., and Andrews, G. K. (2004) The
adaptive response to dietary zinc in mice involves the differential cellular
localization and zinc regulation of the zinc transporters ZIP4 and ZIP5.
J. Biol. Chem. 279, 49082– 49090

17. Bellomo, E. A., Meur, G., and Rutter, G. A. (2011) Glucose regulates free
cytosolic Zn2� concentration, Slc39 (ZiP), and metallothionein gene
expression in primary pancreatic islet �-cells. J. Biol. Chem. 286,
25778 –25789

18. Prentice, K. J., Luu, L., Allister, E. M., Liu, Y., Jun, L. S., Sloop, K. W., Hardy,
A. B., Wei, L., Jia, W., Fantus, I. G., Sweet, D. H., Sweeney, G., Retnakaran,
R., Dai, F. F., and Wheeler, M. B. (2014) The furan fatty acid metabolite
CMPF is elevated in diabetes and induces � cell dysfunction. Cell Metab.
19, 653– 666.

19. Hogstrand, C., Kille, P., Ackland, M. L., Hiscox, S., and Taylor, K. M.
(2013) A mechanism for epithelial-mesenchymal transition and anoikis
resistance in breast cancer triggered by zinc channel ZIP6 and STAT3
(signal transducer and activator of transcription 3). Biochem. J. 455,
229 –237

20. Lee, S. C., Robson-Doucette, C. A., and Wheeler, M. B. (2009) Uncoupling
protein 2 regulates reactive oxygen species formation in islets and influ-
ences susceptibility to diabetogenic action of streptozotocin. J. Endocrinol.
203, 33– 43

21. Hardy, A. B., Fox, J. E., Giglou, P. R., Wijesekara, N., Bhattacharjee, A.,
Sultan, S., Gyulkhandanyan, A. V., Gaisano, H. Y., MacDonald, P. E., and
Wheeler, M. B. (2009) Characterization of Erg K� channels in �- and
�-cells of mouse and human islets. J. Biol. Chem. 284, 30441–30452

22. Luu, L., Dai, F. F., Prentice, K. J., Huang, X., Hardy, A. B., Hansen, J. B., Liu,
Y., Joseph, J. W., and Wheeler, M. B. (2013) The loss of Sirt1 in mouse
pancreatic � cells impairs insulin secretion by disrupting glucose sensing.
Diabetologia 56, 2010 –2020

23. Basford, C. L., Prentice, K. J., Hardy, A. B., Sarangi, F., Micallef, S. J., Li, X.,
Guo, Q., Elefanty, A. G., Stanley, E. G., Keller, G., Allister, E. M., Nostro,
M. C., and Wheeler, M. B. (2012) The functional and molecular charac-
terisation of human embryonic stem cell-derived insulin-positive cells
compared with adult pancreatic � cells. Diabetologia 55, 358 –371

24. Lu, H., Koshkin, V., Allister, E. M., Gyulkhandanyan, A. V., and Wheeler,
M. B. (2010) Molecular and metabolic evidence for mitochondrial defects
associated with �-cell dysfunction in a mouse model of type 2 diabetes.
Diabetes 59, 448 – 459

25. Zhu, D., Zhang, Y., Lam, P. P., Dolai, S., Liu, Y., Cai, E. P., Choi, D., Schroer,
S. A., Kang, Y., Allister, E. M., Qin, T., Wheeler, M. B., Wang, C. C., Hong,
W. J., Woo, M., and Gaisano, H. Y. (2012) Dual role of VAMP8 in regu-
lating insulin exocytosis and islet � cell growth. Cell Metab. 16, 238 –249

26. Diao, J., Allister, E. M., Koshkin, V., Lee, S. C., Bhattacharjee, A., Tang, C.,

Giacca, A., Chan, C. B., and Wheeler, M. B. (2008) UCP2 is highly ex-
pressed in pancreatic �-cells and influences secretion and survival. Proc.
Natl. Acad. Sci. U.S.A. 105, 12057–12062

27. Wolff, N. A., Ghio, A. J., Garrick, L. M., Garrick, M. D., Zhao, L., Fenton,
R. A., and Thévenod, F. (2014) Evidence for mitochondrial localization of
divalent metal transporter 1 (DMT1). FASEB J. 28, 2134 –2145

28. Huang, X., Dai, F. F., Gaisano, G., Giglou, K., Han, J., Zhang, M., Kittana-
kom, S., Wong, V., Wei, L., Showalter, A. D., Sloop, K. W., Stagljar, I., and
Wheeler, M. B. (2013) The identification of novel proteins that interact
with the GLP-1 receptor and restrain its activity. Mol. Endocrinol. 27,
1550 –1563

29. Kambe, T., Yamaguchi-Iwai, Y., Sasaki, R., and Nagao, M. (2004) Overview
of mammalian zinc transporters. Cell. Mol. Life Sci. 61, 49 – 68

30. Desouki, M. M., Geradts, J., Milon, B., Franklin, R. B., and Costello, L. C.
(2007) hZip2 and hZip3 zinc transporters are down regulated in human
prostate adenocarcinomatous glands. Mol. Cancer 6, 37

31. Zhao, L., Chen, W., Taylor, K. M., Cai, B., Li, X. (2007) LIV-1 suppression
inhibits HeLa cell invasion by targeting ERK1/2-Snail/Slug pathway.
Biochem. Biophys. Res. Commun. 363, 82– 88

32. Hogstrand, C., Kille, P., Nicholson, R. I., and Taylor, K. M. (2009) Zinc
transporters and cancer: a potential role for ZIP7 as a hub for tyrosine
kinase activation. Trends Mol. Med. 15, 101–111

33. Dufner-Beattie, J., Weaver, B. P., Geiser, J., Bilgen, M., Larson, M., Xu, W.,
and Andrews, G. K. (2007) The mouse acrodermatitis enteropathica
gene Slc39a4 (Zip4) is essential for early development and heterozy-
gosity causes hypersensitivity to zinc deficiency. Hum. Mol. Genet. 16,
1391–1399

34. Taylor, K. M., and Nicholson, R. I. (2003) The LZT proteins; the LIV-1
subfamily of zinc transporters. Biochim. Biophys. Acta 1611, 16 –30

35. Huang, L., Kirschke, C. P., Zhang, Y., and Yu, Y. Y. (2005) The ZIP7 gene
(Slc39a7) encodes a zinc transporter involved in zinc homeostasis of the
Golgi apparatus. J. Biol. Chem. 280, 15456 –15463

36. Taylor, K. M., Morgan, H. E., Smart, K., Zahari, N. M., Pumford, S., Ellis,
I. O., Robertson, J. F., and Nicholson, R. I. (2007) The emerging role of the
LIV-1 subfamily of zinc transporters in breast cancer. Mol. Med. 13,
396 – 406

37. Taylor, K. M., Vichova, P., Jordan, N., Hiscox, S., Hendley, R., and Nich-
olson, R. I. (2008) ZIP7-mediated intracellular zinc transport contributes
to aberrant growth factor signaling in antihormone-resistant breast can-
cer Cells. Endocrinology 149, 4912– 4920

38. Slepchenko, K. G., and Li, Y. V. (2012) Rising intracellular zinc by mem-
brane depolarization and glucose in insulin-secreting clonal HIT-T15 �

cells. Exp. Diabetes Res. 2012, 190309
39. Maclean, K. H., Cleveland, J. L., and Porter, J. B. (2001) Cellular zinc con-

tent is a major determinant of iron chelator-induced apoptosis of thymo-
cytes. Blood 98, 3831–3839

40. Hashemi, M., Ghavami, S., Eshraghi, M., Booy, E. P., and Los, M. (2007)
Cytotoxic effects of intra and extracellular zinc chelation on human breast
cancer cells. Eur. J. Pharmacol. 557, 9 –19

41. Makhov, P., Golovine, K., Uzzo, R. G., Rothman, J., Crispen, P. L., Shaw, T.,
Scoll, B. J., and Kolenko, V. M. (2008) Zinc chelation induces rapid deple-
tion of the X-linked inhibitor of apoptosis and sensitizes prostate cancer
cells to TRAIL-mediated apoptosis. Cell Death Differ. 15, 1745–1751

42. Nygaard, S. B., Larsen, A., Knuhtsen, A., Rungby, J., and Smidt, K. (2014)
Effects of zinc supplementation and zinc chelation on in vitro �-cell func-
tion in INS-1E cells. BMC Res. Notes 7, 84

43. Quarterman, J., Mills, C. F., and Humphries, W. R. (1966) The reduced
secretion of, and sensitivity to insulin in zinc-deficient rats. Biochem. Bio-
phys. Res. Commun., 25, 354 –358

44. Zhang, T., Stilwell, J. L., Gerion, D., Ding, L., Elboudwarej, O., Cooke, P. A.,
Gray, J. W., Alivisatos, A. P., and Chen, F. F. (2006) Cellular effect of high
doses of silica-coated quantum dot profiled with high throughput gene
expression analysis and high content cellomics measurements. Nano Lett.
6, 800 – 808

45. Oteiza, P. I., Olin, K. L., Fraga, C. G., and Keen, C. L. (1995) Zinc deficiency
causes oxidative damage to proteins, lipids and DNA in rat testes. J. Nutr.
125, 823– 829

46. Bao, B., Prasad, A. S., Beck, F. W., Snell, D., Suneja, A., Sarkar, F. H., Doshi,

Zinc Influx Transporters in Pancreatic � Cells

18768 JOURNAL OF BIOLOGICAL CHEMISTRY VOLUME 290 • NUMBER 30 • JULY 24, 2015

 at U
N

IV
 W

A
L

E
S C

O
L

L
 O

F C
A

R
D

IF on A
ugust 21, 2015

http://w
w

w
.jbc.org/

D
ow

nloaded from
 

http://www.jbc.org/


N., Fitzgerald, J. T., and Swerdlow, P. (2008) Zinc supplementation de-
creases oxidative stress, incidence of infection, and generation of inflam-
matory cytokines in sickle cell disease patients. Transl. Res. 152, 67– 80

47. Bayascas, J. R., Yuste, V. J., Benito, E., Garcia-Fernàndez, J., and Comella,
J. X. (2002) Isolation of AmphiCASP-3/7, an ancestral caspase from am-
phioxus (Branchiostoma floridae): evolutionary considerations for verte-
brate caspases. Cell Death Differ. 9, 1078 –1089

48. Le, D. A., Wu, Y., Huang, Z., Matsushita, K., Plesnila, N., Augustinack, J. C.,
Hyman, B. T., Yuan, J., Kuida, K., Flavell, R. A., and Moskowitz, M. A.
(2002) Caspase activation and neuroprotection in caspase-3- deficient
mice after in vivo cerebral ischemia and in vitro oxygen glucose depriva-
tion. Proc. Natl. Acad. Sci. U.S.A. 99, 15188 –15193

49. Myers, S. A., Nield, A., Chew, G. S., and Myers, M. A. (2013) The zinc
transporter, Slc39a7 (Zip7) is implicated in glycaemic control in skeletal
muscle cells. PLoS ONE 8, e79316

50. Yamasaki, S., Sakata-Sogawa, K., Hasegawa, A., Suzuki, T., Kabu, K., Sato,
E., Kurosaki, T., Yamashita, S., Tokunaga, M., Nishida, K., and Hirano, T.
(2007) Zinc is a novel intracellular second messenger. J. Cell Biol. 177,
637– 645

51. Fukada, T., Yamasaki, S., Nishida, K., Murakami, M., and Hirano, T. (2011)
Zinc homeostasis and signaling in health and diseases: Zinc signaling.
J. Biol. Inorg. Chem. 16, 1123–1134

52. Taylor, K. M., Hiscox, S., Nicholson, R. I., Hogstrand, C., and Kille, P.
(2012) Protein kinase CK2 triggers cytosolic zinc signaling pathways by
phosphorylation of zinc channel ZIP7. Sci. Signal. 5, ra11

53. Benters, J., Flögel, U., Schäfer, T., Leibfritz, D., Hechtenberg, S., and Bey-
ersmann, D. (1997) Study of the interactions of cadmium and zinc ions
with cellular calcium homoeostasis using 19F-NMR spectroscopy.
Biochem J. 322, 793–799

54. Atwater, I., Dawson, C. M., Ribalet, B., and Rojas, E. (1979) Potassium
permeability activated by intracellular calcium ion concentration in the
pancreatic �-cell. J. Physiol. 288, 575–588

55. Flatt, P. R., Boquist, L., and Hellman, B. (1980) Calcium and pancreatic
�-cell function: the mechanism of insulin secretion studied with the aid of
lanthanum. Biochem. J., 190, 361–372

56. Meier, J. J. (2012) GLP-1 receptor agonists for individualized treatment of
type 2 diabetes mellitus. Nat. Rev. Endocrinol. 8, 728 –742

57. Li, Y., Hansotia, T., Yusta, B., Ris, F., Halban, P. A., and Drucker, D. J.
(2003) Glucagon-like peptide-1 receptor signaling modulates � cell apo-
ptosis. J. Biol. Chem. 278, 471– 478

58. Quoyer, J., Longuet, C., Broca, C., Linck, N., Costes, S., Varin, E., Bockaert,
J., Bertrand, G., and Dalle, S. (2010) GLP-1 mediates antiapoptotic effect
by phosphorylating Bad through a �-arrestin 1-mediated ERK1/2 activa-
tion in pancreatic �-cells. J. Biol. Chem. 285, 1989 –2002

59. Favaro, E., Granata, R., Miceli, I., Baragli, A., Settanni, F., Cavallo Perin, P.,
Ghigo, E., Camussi, G., and Zanone, M. M. (2012) The ghrelin gene prod-
ucts and exendin-4 promote survival of human pancreatic islet endothelial
cells in hyperglycaemic conditions, through phosphoinositide 3-kinase/
Akt, extracellular signal-related kinase (ERK)1/2 and cAMP/protein ki-
nase A (PKA) signalling pathways. Diabetologia 55, 1058 –1070

60. Kitamura, H., Morikawa, H., Kamon, H., Iguchi, M., Hojyo, S., Fukada, T.,
Yamashita, S., Kaisho, T., Akira, S., Murakami, M., and Hirano, T. (2006)
Toll-like receptor-mediated regulation of zinc homeostasis influences
dendritic cell function. Nat. Immunol. 7, 971–977

61. Besecker, B., Bao, S., Bohacova, B., Papp, A., Sadee, W., and Knoell, D. L.
(2008) The human zinc transporter SLC39A8 (Zip8) is critical in zinc-
mediated cytoprotection in lung epithelia. Am. J. Physiol. Lung Cell. Mol.
Physiol. 294, L1127–1136

62. Chowanadisai, W., Lonnerdal, B., and Kelleher, S. L. (2008) Zip6 (LIV-1)
regulates zinc uptake in neuroblastoma cells under resting but not depo-
larizing conditions. Brain Res. 1199, 10 –19

63. Wichroski, M. J., Fang, J., Eggers, B. J., Rose, R. E., Mazzucco, C. E., Pokor-
nowski, K. A., Baldick, C. J., Anthony, M. N., Dowling, C. J., Barber, L. E.,
Leet, J. E., Beno, B. R., Gerritz, S. W., Agler, M. L., Cockett, M. I., and
Tenney, D. J. (2012) High-throughput screening and rapid inhibitor triage
using an infectious chimeric Hepatitis C virus. PLoS ONE 7, e42609

64. Trzcinska-Daneluti, A. M., Ly, D., Huynh, L., Jiang, C., Fladd, C., and
Rotin, D. (2009) High-content functional screen to identify proteins that
correct F508del-CFTR function. Mol. Cell. Proteomics 8, 780 –790

65. Williams, R. G., Kandasamy, R., Nickischer, D., Trask, O. J., Jr., Laethem
C., and Johnston, P.A. (2006) Generation and characterization of a stable
MK2-EGFP cell line and subsequent development of a high-content im-
aging assay on the Cellomics ArrayScan platform to screen for p38 mito-
gen-activated protein kinase inhibitors. Methods Enzymol. 414, 364 –389

66. Kahn, S. E. (2001) � Cell failure: causes and consequences. Int. J. Clin.
Pract. Suppl. 123, 13–18

67. Foster, M., and Samman, S. (2010) Zinc and redox signaling: perturbations
associated with cardiovascular disease and diabetes mellitus. Antioxid.
Redox Signal. 13, 1549 –1573

68. Jansen, J., Karges, W., and Rink, L. (2009) Zinc and diabetes: clinical links
and molecular mechanisms. J. Nutr. Biochem. 20, 399 – 417

69. McNair, P., Kiilerich, S., Christiansen, C., Christensen, M. S., Madsbad, S.,
and Transbol, I. (1981) Hyperzincuria in insulin treated diabetes mellitus:
its relation to glucose homeostasis and insulin administration. Clin. Chim.
Acta 112, 343–348

70. Cunningham, J. J., Fu, A., Mearkle, P. L., and Brown, R. G. (1994) Hyper-
zincuria in individuals with insulin-dependent diabetes mellitus: concur-
rent zinc status and the effect of high-dose zinc supplementation. Metab-
olism 43, 1558 –1562

71. Anderson, R. A., Roussel, A. M., Zouari, N., Mahjoub, S., Matheau, J. M.,
and Kerkeni, A. (2001) Potential antioxidant effects of zinc and chromium
supplementation in people with type 2 diabetes mellitus. J. Am. Coll. Nutr.
20, 212–218

72. Al-Maroof, R. A., and Al-Sharbatti, S. S. (2006) Serum zinc levels in dia-
betic patients and effect of zinc supplementation on glycemic control of
type 2 diabetics. Saudi Med. J. 27, 344 –350

73. Wang, Z., and Thurmond, D. C. (2009) Mechanisms of biphasic insulin-
granule exocytosis: roles of the cytoskeleton, small GTPases and SNARE
proteins. J. Cell Sci. 122, 893–903

74. Craddock, T. J., Tuszynski, J. A., Chopra, D., Casey, N., Goldstein, L. E.,
Hameroff, S. R., and Tanzi, R. E. (2012) The zinc dyshomeostasis hypoth-
esis of Alzheimer’s disease. PLoS ONE 7, e33552

75. Plum, L. M., Rink, L., and Haase, H. (2010) The essential toxin: impact of
zinc on human health. Int. J. Environ. Res. Public Health 7, 1342–1365

76. Oteiza, P. I. (2012) Zinc and the modulation of redox homeostasis. Free
Radic. Biol. Med. 53, 1748 –1759

77. Shuttleworth, C. W., and Weiss, J. H. (2011) Zinc: new clues to diverse
roles in brain ischemia. Trends Pharmacol. Sci. 32, 480 – 486

78. Mendivil-Perez, M., Velez-Pardo, C., and Jimenez-Del-Rio, M. (2012)
TPEN induces apoptosis independently of zinc chelator activity in a model
of acute lymphoblastic leukemia and ex vivo acute leukemia cells through
oxidative stress and mitochondria caspase-3- and AIF-dependent path-
ways. Oxid. Med. Cell Longev. 2012, 313275

79. Maret, W., and Krezel, A. (2007) Cellular zinc and redox buffering capac-
ity of metallothionein/thionein in health and disease. Mol. Med. 13,
371–375

80. Wu, C. Y., Steffen, J., and Eide, D. J. (2009) Cytosolic superoxide dismutase
(SOD1) is critical for tolerating the oxidative stress of zinc deficiency in
yeast. PLoS ONE 4, e7061

81. Wu, C. Y., Bird, A. J., Winge, D. R., and Eide, D. J. (2007) Regulation of the
yeast TSA1 peroxiredoxin by ZAP1 is an adaptive response to the oxida-
tive stress of zinc deficiency. J. Biol. Chem. 282, 2184 –2195

Zinc Influx Transporters in Pancreatic � Cells

JULY 24, 2015 • VOLUME 290 • NUMBER 30 JOURNAL OF BIOLOGICAL CHEMISTRY 18769

 at U
N

IV
 W

A
L

E
S C

O
L

L
 O

F C
A

R
D

IF on A
ugust 21, 2015

http://w
w

w
.jbc.org/

D
ow

nloaded from
 

http://www.jbc.org/


Michael B. Wheeler
Taylor, Herbert Gaisano, Feihan F. Dai and
Pourasgari, Alexandre B. Hardy, Kathryn M. 
Bhattacharjee, Ming Zhang, Farzaneh
Dan Zhu, Kacey J. Prentice, Alpana 
Ying Liu, Battsetseg Batchuluun, Louisa Ho,
  
SECRETION
ZINC HOMEOSTASIS AND INSULIN
ROLES IN REGULATING CYTOSOLIC 

 Cells:βTransporters (ZIPs) in Pancreatic 
Characterization of Zinc Influx
Cell Biology:

doi: 10.1074/jbc.M115.640524 originally published online May 12, 2015
2015, 290:18757-18769.J. Biol. Chem. 

  
 10.1074/jbc.M115.640524Access the most updated version of this article at doi: 

  
.JBC Affinity SitesFind articles, minireviews, Reflections and Classics on similar topics on the 

 Alerts: 

  
 When a correction for this article is posted•  

 When this article is cited•  

 to choose from all of JBC's e-mail alertsClick here

  
 http://www.jbc.org/content/290/30/18757.full.html#ref-list-1

This article cites 81 references, 29 of which can be accessed free at

 at U
N

IV
 W

A
L

E
S C

O
L

L
 O

F C
A

R
D

IF on A
ugust 21, 2015

http://w
w

w
.jbc.org/

D
ow

nloaded from
 

http://affinity.jbc.org/
http://cell.jbc.org
http://metabolism.jbc.org
http://www.jbc.org/lookup/doi/10.1074/jbc.M115.640524
http://affinity.jbc.org
http://www.jbc.org/cgi/alerts?alertType=citedby&addAlert=cited_by&cited_by_criteria_resid=jbc;290/30/18757&saveAlert=no&return-type=article&return_url=http://www.jbc.org/content/290/30/18757
http://www.jbc.org/cgi/alerts?alertType=correction&addAlert=correction&correction_criteria_value=290/30/18757&saveAlert=no&return-type=article&return_url=http://www.jbc.org/content/290/30/18757
http://www.jbc.org/cgi/alerts/etoc
http://www.jbc.org/content/290/30/18757.full.html#ref-list-1
http://www.jbc.org/

